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1CHAPTER 1:              
The Role of Host-Plants in the Differentiation of Sympatric Populations of
Hymenopteran Parasitoids 
Studies of herbivorous insects have played a major role in understanding how the
use of different host-plant species can facilitate phenotypic and genotypic differentiation
(Sword et al. 2005). In contrast, comparatively very few studies have explored what
ecological factors may drive differentiation in natural enemies of herbivores. Since
parasitoids of phytophagous insects forage on plants, traits of both plants and herbivore
hosts influence their fitness (Souissi and Le Rü 1998). In this chapter, I will discuss the
role of host-plant species in parasitoid ecology. Specifically, I will argue that parasitoid
diet breath may influence phenotypic and/or genotypic differentiation and comment on
the role of geographic location on parasitoid differentiation. I will discuss why
parasitoids may be considered as good candidates to study host-plant based genetic
differentiation, and I will argue that phenotypic and/or genotypic differentiation of
herbivorous insects as well as of parasitoids can occur sympatrically among individuals
associated with different host-plant species.
Importance of Host -Plant Species in Parasitoid Ecology
 Natural enemies interact not only with their herbivore hosts but also with the
host-plants of these herbivores. The combination of a particular herbivore host species on
a particular host-plant species is referred as host-plant complex to denote this interaction.
2Not only is foraging behavior of parasitoids influenced by plants but they also influence
the level of parasitism of herbivores (Godfray 1994). Intraspecific phenotypic variability
in hymenopteran parasitoids that use different resources (i.e., host species, and/or host-
plant species) are exhibited in morphological, ecological, behavioral and physiological
traits (Hopper et al. 1993, Unruh and Messing 1993). However, very few studies have
explored the role that different host-plant species have in the differentiation of natural
enemies when they attack the same herbivore species. There are several reports of
herbivorous hosts that are attacked when occurring on one plant species but not on
another (Walker 1940, Clausen 1941, Smith 1957, Zwolfer and Kraus 1957, Arthur 1962,
Stary 1964, Hassell and Southwood 1978). Further, certain parasitic Hymenoptera are
capable of developing on an herbivorous host only when the host is on particular host-
plant species (Price et al. 1980, Vet and Dicke 1992). 
Plants often provide the first cue in the chain of events that lead to host location
by parasitic Hymenoptera. Parasitoids often locate their hosts by first orienting to cues
emanating from the host-plant or host substrate (e.g., parasitoids responding to cues from
rotten organic material fed on by drosophilid flies) (Price 1981, Vinson 1984) and are
stimulated to search for hosts when on the surface that produces these cues (Carton 1977,
Vinson 1981, Weseloh 1981, 1982,  Mueller 1983, Vet et al.1983, Vet 1983, Dicke et al.
1984, Vet and Dicke 1992, Agelopoulos and Keller 1994, Craig 1994, Kraaijeveld et al.
1994, Baur and Yeargan 1996, Bertschy et al. 1997, Barbosa and Benrey 1998, Geervliet
et al. 1998a, De Moraes et al. 1998). The ability of natural enemies to differentiate
between plant species can directly influence their fitness. For example, plant species vary
3in the presence and density of trichomes and these trichomes and their secretions
interfere with foraging behavior (Obrycki 1986, Van Lenteren and De Ponti 1991).
Indirectly, these plant traits affect parasitoids due to variation in a plant’s suitability for
herbivore development (Barbosa 1988). Although host-plant cues used by parasitoids to
locate their herbivorous hosts can include physical and/or chemical traits (e.g., silhouette,
contrast, color, leaf texture, plant architecture, tactile or volatile chemicals, etc.),
chemical cues are the ones that seem to be the most important and consequently the most
studied (Vet 1983).
Volatile blends produced by damaged plants and used by parasitoids to find hosts
vary significantly in different plant species. For instance, tobacco, cotton and maize each
produce distinct volatile blends in response to herbivore damage (De Moraes et al. 1998).
Parasitoids are able to detect these differences in volatile composition and are
differentially attracted towards the odors that maximize their probabilities of finding
suitable hosts (Vet and Dicke 1992, De Moraes et al. 1998). Thus, differences in
percentage of parasitism among conspecific parasitoids ovipositing in the same host
species on different host-plant species can be the result from differences in the attraction
of parasitoids to plant specific volatile compounds.
My study system involves two parasitoid species attacking the green cloverworm
Plathypena scabra Fabricius (Lepidoptera: Noctuidae) on two of its host-plant species,
alfalfa and soybean. These parasitoids are the generalist Cotesia marginiventris Cresson
(Hymenoptera: Braconidae) and the specialist Aleiodes nolophanae Ashmead
(Hymenoptera: Braconidae). Parasitism by C. marginiventris and by a species in the
4same genus as A. nolophanae (i.e., Aleiodes laphygmae (Hymenoptera: Braconidae)), of
Spodoptera frugiperda J.E. Smith (Lepidoptera: Noctuidae) differs depending on whether
host larvae are on corn, sorghum, bermudagrass or other turf grass species (Rajapakse et
al.1991, Braman et al. 2004). Other examples of parasitoids affected by the host-plant of
its host include Apoanagyrus lopezi De Santis (Hymenoptera: Encyrtidae) (attacking 
Phenacoccus manihoti Matile Ferrero (Hemiptera: Pseudococcidae)), Lysiphlebus
testaceipes Cresson (Hymenoptera: Braconidae) (attacking Aphis nerii B de F
(Homoptera: Aphididae)) and Diadegma semiclausum Hellen (Hymenoptera:
Ichneumonidae) and Diadromus collaris Gravenhorst (Hymenoptera: Ichneumonidae)
(attacking Plutella xylostella L. (Lepidoptera: Plutellidae)) (Beck and Cameron 1990,
Souissi and Le Rü 1998, Helms et al. 2004).
Fidelity to the host-plant odor of the plant on which the parasitoid’s host resides
also may promote phenotypic differentiation among parasitoids ovipositing in hosts on
different plant species (Kester and Barbosa 1991, Van Driesche and Bellows 1996). If
this fidelity is strong, populations of the same species using different host-plant species
may be reproductively isolated (Caillaud and Via 2000). Many parasitoid species prefer
the odor (i.e., volatile profile) of the plants on which they have developed (Kester and
Barbosa 1991, Turlings et al. 1993, Bogahawatte and van Emden 1996). For instance,
Aphidius smithi, Sharma & Subba Rao (Hymenoptera: Braconidae), a parasitoid of the
pea aphid, Acyrthosiphon pisum Harris (Homoptera: Aphididae), also attacks the green
peach aphid, Myzus persicae Sulzer (Hemiptera: Aphididae) when the green peach aphid
is reared on broad bean but not when reared on tobacco (Fox et al. 1967). When offered a
5choice between Chinese cabbage and common cabbage, naive female Cotesia plutellae
Kurdjumov (Hymenoptera: Braconidae) reared from hosts feeding on radish have a
strong preference for P. xylostella larvae on Chinese cabbage (Liu and Jiang 2003).
The specificity of parasitoid responses to diverse morphological and chemical
cues can occur as a response to host-plant cues, host cues, or both (Vet and Dicke 1992).
Both chemical characteristics from host-plants (i.e., plant volatile compounds) or
chemical cues from the host  (e.g., frass, honeydew) may be critical cues in host and host-
habitat finding by parasitoids (Hassell and Southwood 1978, Godfray 1994) and may
influence habitat preferences after emergence (Read et al. 1970, Arthur et al. 1972,
Honda and Walker 1996, Monge and Cortesero 1996). Indeed, in some parasitoids,
females are attracted to the host-plant of their hosts rather than to the hosts themselves
(Hassell and Southwood 1978).
Host-plant species also may mediate parasitoid’s phenotypic and genotypic
differentiation through their indirect effect on the parasitoid herbivorous host.
Concentration of nutrients and secondary compounds in a particular host-plant species
may influence the nutritional value of a parasitoid’s host. Certain parasitic Hymenoptera
are capable of developing on a host only when the host is feeding on particular host-plant
species (Price et al. 1980, Vet and Dicke 1992).  Differences in hosts nutritional quality
when feeding on different host-plant species may produce phenotypic differences in
parasitoid traits related to fitness, such as adult mass, adult longevity, fecundity, and
developmental time (Barbosa et al. 1991, Blackburn 1991). 
6Therefore, host-plant specific parasitoid strains may result from a combination of
selection pressures on physiological and behavioral traits in parasitoids attacking hosts on
different host-plant species (Kester and Barbosa 1994, Potting et al. 1997). Preferences
for host-plant species may be learned (Kester and Barbosa 1994) or inherited (Barbosa et
al. 1990) and might lead to reproductive isolation of conspecific parasitoids associated
with differential response to host-plant odors (Vaughn and Antolin 1998). Several
braconid parasitoids, including C. marginiventris, and species in the genus Aleiodes have
shown to be attracted to the odors of their most suitable host and/or host-plant species
(Rajapakse et al.1991, Vet and Dicke 1992, Braman et al. 2004).
Thus, the host-plant species on which herbivores reside can mediate
differentiation of parasitoids due to the central role they play in their ecology. Even
though host-plants are such an important component in parasitoids’ ecology, the role of
host-plant species in the genetic differentiation of parasitic Hymenoptera that attack the
same herbivorous species on different host-plant species has been meagerly explored.
The Influence of Parasitoid Diet Breath in Their Phenotypic and Genotypic
Differentiation. 
The fact that generalist and specialist parasitoids are subjected to different
selective pressures may be responsible for the differences in behavior observed in
specialist and generalist parasitoids when faced with the same type of host on different
host-plant species (Campan and Benrey 2004). Generalist and specialist parasitoids have
been found to significantly differ in phenotypic traits important to fitness. For example,
7variation exists among Zabrotes subfasciatus Boheman (Coleoptera: Bruchidae) family
lines feeding on cultivated and wild Phaseolus vulgaris L. (Leguminosae: Phaseolinae)
seeds (Campan and Benrey 2004). Stenocorse bruchivora Crawford (Hymenoptera:
Braconidae), a specialist parasitoid of Z. subfasciatus, is selective (i.e., parasitize mainly
Z. subfasciatus individuals that feed on the seed type on which they perform best)
resulting in offspring with similar sizes and development times. In contrast, the generalist
parasitoid Dinarmus basalis Rondani (Hymenoptera: Pteromalidae) (Campan and Benrey
2004) is less selective, parasitizing almost all hosts offered and its performance (i.e., size
and development time) is more variable than in the specialist parasitoid (Campan and
Benrey 2004). Similarly, the behavioral response of the specialist Leptopilina boulardi
Barbotin, Carton and Kelner-Pillault (Hymenoptera: Eucolidae) to kairomones produced
by larval extracts from six different drosophilid larvae is more specific than the
behavioral response of the generalist Leptopilina heterotoma Thompson (Hymenoptera:
Eucolidae) (Vet el al. 1993). On the other hand, the generalist C. marginiventris is
attracted to plants that released constitutive compounds (i.e. low specificity compounds),
whereas Microplitis croceipes Cresson (Hymenoptera: Braconidae), a specialist
parasitoid of Heliothis virescens Fabricius (Lepidoptera: Noctuidae), is unaffected by this
kind of compounds (Rose et al. 1998). Instead, M. croceipes, is attracted to volatiles from
its host’s frass whereas Campoletis sonorensis Cameron (Hymenoptera: Ichneumonidae),
a generalist parasitoid of H. virescens, is not (Elzen et al. 1987).
Differences in the effect that host-plants have on certain parasitoid behaviors have
been found between specialist and generalist parasitoids. For instance, bean seed type
8(i.e., cultivated vs wild) has a significant effect on oviposition behavior in the specialist
parasitoid S. bruchivora but not in the generalist parasitoid D. basalis. Similarly,
generalist parasitoids are affected by chemical defenses from host-plants to a greater
degree than specialist parasitoids. For example the generalist parasitoid Hyposoter
annulipes Cresson (Hymenoptera: Ichneumonidae) parasitizes fewer Spodoptera
frugiperda J.E. Smith (Lepidoptera: Noctuidae) larvae, is subject to reduced larval
survival, prolonged development time and reduced adult size, when feeding on diets
containing nicotine compared to nicotine-free diets. In contrast, adult mass differences
between adults of the specialist parasitoid Cotesia congregata Say (Hymenoptera:
Braconidae) feeding on nicotine containing and nicotine-free diets are not significant
(Barbosa 1988). 
Differences in the influence of learning in foraging behavior have also been found
between generalist and specialist parasitoids. For example, the generalist Cotesia
glomerata L. (Hymenoptera: Braconidae) has been shown to shift preferences when
experiencing host feeding damage or oviposition on new host-plant complexes whereas
the specialist Cotesia rubecula Marshall (Hymenoptera: Braconidae) has shown none of
this behavioral variability (Geervliet et al. 1998a, 1998b). Also, the specialist parasitoid
Diadegma semiclasum Hellén (Hymenoptera: Ichneumonidae) shows a relatively fixed
behavioral pattern leading to oviposition whereas the generalist C. plutellae exhibits a
more plastic behavior (Wang and Keller 2002).
Differences in diet breath between specialist and generalist parasitoids also may
influence parasitoid foraging patterns and consequently parasitoid gene flow. Selective
9specialist parasitoids may forage over larger areas than less selective generalist
parasitoids. Thus,  specialist parasitoids would be more prone to have greater gene flow
than generalist parasitoids. 
Studies comparing specialist and generalist parasitoids, suggest that differences in
their foraging strategies may exist (Vet and Dicke 1992, Baur and Yeargan 1996,
Campan and Benrey 2004). For example, the specialist parasitoid C. rubecula has a
higher tendency to leave searched patches than the generalist C. glomerata (Vos et al.
1998). Although there are almost no studies on the correlation of diet breath with
dispersal of hymenopteran parasitoids, Baur and Yeargan (1996) comparing the vagility
of two parasitoids of the green cloverworm, P. scabra, in soybean, found that the
specialist Diolcogaster facetosa Weed (Hymenoptera: Braconidae) was more vagile than
the generalist C. marginiventris.  C. marginiventris is one of the parasitoids used in this
study and given that A. nolophanae only attacks the green cloverworm on leguminous
cultivars (Krombein et al. 1979), it is likely to be a selective specialist, unlike C.
marginiventris.  The foraging patterns of C. marginiventris and A. nolophanae are
probably based on their association with their hosts prior to the establishment of modern
agriculture (Baur and Yeargan 1996). The green cloverworm, A. nolophanae and C.
marginiventris are native to North America (Dyar 1902, Carlson 1979, Marsh 1979).
Extrapolating from their current host range to their evolutionary past suggests that A.
nolophanae had to traverse considerable distances while foraging for few acceptable
hosts on plants that were relatively uncommon and patchily distributed. In contrast, C.
marginiventris may have been able to utilize a variety of hosts in common, widely
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distributed plants, thereby eliminating the need to travel large distances (Baur and
Yeargan 1996). Baur and Yeargan (1996) tested this hypothesis by comparing the
vagility of the specialist parasitoid D. facetosa with the vagility of the generalist
parasitoid C. marginiventris attacking green cloverworms in soybean. They found that
the specialist D. facetosa moved significantly more than the generalist C. marginiventris
suggesting that perhaps the specialist parasitoid A. nolophanae will also move more.
However, A. nolophanae in our laboratory was observed to move significantly less that
C. marginiventris when released soon after emergence in cages containing alfalfa and
soybean (A. nolophanae stayed on the same spot in the cage for several hours whereas C.
marginiventris was constantly moving) and the same was observed in field releases of
laboratory reared A. nolophanae (Baur et al. 1996) and C. marginiventris individuals
(Baur pers. comm.).  If one parasitoid is more mobile than the other, differences in the
level of gene flow among these two parasitoid species might exist and consequently
influence the pattern of genotypic differentiation among populations of these parasitoids
on different host-plant species.
The greater flexibility of  generalist parasitoid foraging behavior coupled with
their potential relatively reduced levels of gene flow as compared with specialist
parasitoids, may lead to a greater degree of  reproductive isolation and consequently a
greater degree of genotypic differentiation in generalist than in specialist parasitoids.    
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Geographic Variation in Phenotypic and Genotypic Differentiation.
Phenotypic and genetic differentiation of distant populations of the same species
have been reported for a number of taxa (Mayr 1982, Boulétreau 1986, Kraaijeveld and
Van Alphen 1994, Itami et al. 1998, Thomas and Singer 1998, Althoff and Thompson
2001). Among the major causes of phenotypic and genetic differentiation among
conspecific individuals from different geographic regions are climate (Crouau-Roy 1989,
Karan and Parkash 1998, Holmstrup and Loeschcke 2003) relative host-plant abundance
(Thompson 1994, Itami et al. 1998, Thomas and Singer 1998) host availability
(Kraaijeveld and Van der Wel 1994) and presence of competitors (Kraaijeveld et al.
1994). Genetic differentiation among parasitoid populations due to geographic isolation
may be exhibited in differences in physiology or behavior. For instance, the drosophilid
parasitoids L. boulardi and Asobara tabida Nees (Hymenoptera: Braconidae) exhibit
geographic differences in physiology, specifically, in their ability to overcome the
encapsulation responses of one of their hosts, Drosophila melanogaster Meigen (Diptera:
Drosophilidae) (Boulétreau 1986, Kraaijevelt and Van Alphen 1994). Similarly, strains
of the parasitoid Cotesia flavipes Cameron (Hymenoptera: Braconidae) differ in their
ability to develop in species of stem-boring Lepidoptera, primarily by overcoming the
encapsulation response of their host species, to different degrees in different geographical
regions (Potting et al. 1997). Althoff and Thompson (2001) working on a newly
discovered Agathis (Hymenoptera: Braconidae) parasitoid of Greya enchrysa Davis and
Pellmir (Lepidoptera: Prodoxidae) and Greya piperella Busck (Lepidoptera: Prodoxidae),
found key behavioral differences in individuals of six geographically distinct
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populations. Parasitoids varied in host searching time allocation and in the area of the
host-plant searched. Thus, geographic variation in parasitoid traits important to parasitoid
interactions with their hosts may exists across populations of a single parasitoid species
at different locations. 
Significant geographic variation exists in the survival probability of some
parasitoids in their respective hosts, both between and within host species. Geographic
differences in the abiotic and biotic environments experienced by different populations of
the same parasitoid species may alter the way in which parasitoids interact with their host
and host-plant species at each particular location (Thompson 1994, Kraaijeveld and
Godfray 1999). This means that different populations of parasitoids may be subjected to
different selection pressures in different locations (Kraaijeveld and Van Der Wel 1994). 
For instance, substrate odors preferred by a parasitoid of drosophilid larvae,
Asobara rufescens Förster (Hymenoptera: Braconidae), vary geographically. Portuguese
A. rufescens do not have a preference for either the odor of yeast or decaying leaves,
while their Dutch conspecifics prefer the odor of decaying leaves (Kraaijeveld et al.
1994). Likewise, egg load differs among A. tabida from different geographic origins.
Swedish parasitoids have fewer eggs than western and central European parasitoids,
which in turn, have fewer eggs than southern European strains (Kraaijeveld and Van Der
Wel 1994). Other parasitoids exhibit geographically structuring for traits such as
virulence and encapsulation defenses (Althoff and Thompson 1999). Two Swiss
populations of L. heterotoma differ in their ability to prevent encapsulation by D.
melanogaster (Walker 1959, 1962). In addition, the survival probability of Portuguese A.
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rufescens in D. melanogaster is much higher than the survival probability of Dutch A.
rufescens in this host species (Kraaijeveld et al.1994). Similarly, there are geographic
differences in resistance to encapsulation by D. melanogaster between Mediterranean
and northwestern and central European conspecifics of A. tabida (Mollema 1988,
Kraaijeveld and van Alphen 1994). A. tabida from different locations also show variation
in diapause and in egg/fat balance (Kraaijeveld and Van der Wel 1994). Evidence exists
showing that host-plants from the same species growing at different sites differ in
nutritional quality for herbivorous insects (Kokkini et al. 1994, Gaston et al. 2004). These
differences in host-plant quality may indirectly affect parasitoids through their
herbivorous hosts. Thus, the degree at which host-plant species may influence phenotypic
differentiation of parasitoid species can also present a geographic component.
Geographic differences in searching time and in oviposition preferences on different
host-plant species have been found among C. congregata in sites located only 56 Km
apart from each other (Kester and Barbosa 1994).  
Why Might Parasitoids be Prone to Differentiate Genetically? 
Parasitoids present a series of characteristics that make them good candidates for
genetic differentiation. Traits such as their close association with their hosts and host-
plants (Price 1980, Thompson 1982, Boulétreau 1986), the relatively short generation
times of both parasitoids and their hosts (Boulétreau 1986) and their assumed low
dispersal rates (Vaughn and Antolin 1998) are the type of traits that would be likely to
facilitate reproductive isolation and thus contribute to genetic differentiation. Further,
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many parasitoids species mate shortly after emergence (Hassell and Godfray 1992) and
some at their emergence site (often the host-plant) (Godfray 1994). The latter increases
the likelihood that members of one family mate among themselves (Askew 1968, Diehl
and Bush 1984, Hassell and Godfray 1992). Sibling mating influences population
differentiation by reducing the effective population size and by increasing the rate at
which random genetic drift could lead to reproductive isolation (Unruh and Messing
1993, Conner and Hartl 2004). Effective population sizes in parasitic Hymenoptera are
usually lower than in other insects (Crozier 1985). In addition, hymenopteran parasitoids’
haplodiploid genetics may influence the speed of incipient genetic differentiation because
the rate at which favorable mutations are fixed is assumed to be higher in haplodiploid
species than in diploid species (Hartl 1972, Crozier 1985). Several of the traits that make
parasitoids good candidates for the study of genetic differentiation occur in A.
nolophanae and C. marginiventris (the parasitoids of my study system). They are both
closely associated to their host-plants. The specialist parasitoid A. nolophanae, only
parasitizes the green cloverworm on herbaceous legumes (Marsh 1979, Covell 1984,
Johnson and Lyon 1991) and C. marginiventris shows a strong attraction to volatiles
released by the host-plant species of its herbivorous hosts (Turlings et al. 1991). A.
nolophanae and C. marginiventris mate shortly after emergence (Lentz and Pedigo 1973,
Boling and Pitre 1970) and they are both haplodiploid. All these traits, suggest that
intraspecific genetic differences in parasitoid populations utilizing hosts on different
host-plant species might be likely. If genetic differentiation occurs not only in loci
involved in performance but also in loci associated with mating and oviposition
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preferences for a particular resource (i.e., host and/or host-plant species) then
reproductive isolation in sympatry may promote genetic differentiation across the entire
genome (Rank 1992, Feder et al. 1998, Vaughn and Antolin 1998). Alternatively, genetic
differentiation may occur only at certain loci but it may be insufficient to manifest itself
as an effect on the entire genome (Conner and Hartl 2004).
Phenotypic Differentiation in Herbivorous Insects.
Herbivorous insect populations of the same species that are associated with
different host-plant species (e.g., through feeding, sheltering or mating) exhibit
significant phenotypic differences (Walsh 1864, Bush 1969, Boller and Bush 1973, Price
and Willson 1976, Hsiao 1978, Sturgeon 1980, Claridge and Nixon 1981, Denno and
Dingle 1981, Hsiao 1982, Lorimer 1982, Gould 1983, Mitter and Futuyma 1983, Diehl
and Bush 1984, Futuyma et al. 1984, Futuyma and Peterson 1985, Carroll and Boyd
1992, Thomas and Singer 1998, Braman et al. 2004). These phenotypic differences are
expressed in fitness components such as adult mass, adult longevity, fecundity and
resistance to natural enemies attack as well as in differences in morphology. For example,
the pea aphid,  A. pisum, is adapted to its host-plant species. This adaptation is observed
in differential survival, fecundity and resistance against parasitism when feeding on
sympatric host-plant species (Via 1991a, 1991b, 1994, Henter and Via 1995). Similarly,
the apple maggot, Rhagoletis pomonella Walsh (Diptera: Tephritidae), associated with
apple (Malus pumila) differs significantly in adult body size, adult emergence dates and
in morphological traits such as ovipositor length or the number of postorbital bristles
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compared to apple maggots feeding on hawthorne (Crataegus spp.) (Bush 1969).
Likewise, the ball-gallmaker Eurosta solidaginis Fitch (Diptera: Tephritidae), attacks two
sympatric species of Solidago: S. altissima and S. gigantea. Flies prefer to mate
assortatively with their own host-plant associated individuals and females oviposit on
their natal host-plant species (Craig et al. 1997). Flies that oviposit on a host-plant
different from the one with which they are associated have significantly lower offspring
survivorship than flies that oviposit on the host-plant species with which they are
associated (Craig et al. 1997). Flies associated with different Solidago species also differ
in emergence times (Craig et al. 1993, Horner et al. 1999). 
Phenotypic differences among herbivorous insects associated with different host-
plant species may occur relatively quickly. For instance, it is estimated that the first R.
pomonella switched from the native hawthorne species to introduced apples species,
sometime in the mid-1800s (Feder et al. 2003a). Similarly, in the soapberry bug Jadera
haemotoloma H.S. (Hemiptera: Rhopalidae) differences in size, development time,
growth rate and beak lengths correspond to differences in the fruit sizes of different host-
plant species. These changes have occurred in as little as 20 to 50 years (Carroll and
Boyd 1992).
Genotypic Differentiation in Herbivorous Insects.
As with phenotypic differentiation, genetic variation within herbivorous insect
species in the ability to utilize different host-plant species or varieties has been reported
in nearly all cases in which it has been investigated (Hsiao 1978, Rausher 1982,
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Tavormina 1982, Jaenike and Grimaldi 1983, Mitter and Futuyma 1983, Scriber 1983,
Tabashnick 1983, Futuyma et al. 1984, Futuyma and Peterson 1985, Pashley 1986, Via
1989, Via 1991a, 1991b, De Barro et al. 1995, Emelianov et al. 1995, Carroll et al. 1997,
Vanlerberghe-Masutti and Chavigny 1998, Rossi et al. 1999, Via 1999, Caillaud and Via
2000, Via et al. 2000, Lushai et al. 2002). Selection by a host-plant species may occur at
loci or polygenic regions that are correlated with traits involved in host-plant preference
so that shifts in preferences for particular host-plant species may occur rapidly (Fox and
Morrow 1981). For example, QTL (quantitative trait locus) mapping in the pea aphid, A.
pisum, has shown that QTLs for fecundity and host-plant acceptance may be correlated
(Via and Hawthorne 2002). Selection may also occur for traits responsible of
reproductively isolating populations associated with different host-plant species. For
example, in A. pisum because mating occurs on the host-plant, selection on host-plant
choice leads to assortative mating and is therefore responsible for reproductively
isolating populations of pea aphid in alfalfa from sympatric populations of pea aphid in
clover (Via 1999). Similarly, R. pomonella, genetic differentiation in apple and
hawthorne flies (Mc Pheron et al. 1988) reflects intense natural selection for phenotypes
that diverge in fruiting between the original and the introduced host-plant (Bush 1969).
This divergence in fruiting reproductively isolates fly populations from apple and
hawthorne trees, in time. Further, apple and hawthorne populations of R. pomonella
display significant allele frequency differences for six allozyme loci at sympatric field
sites across the eastern United States (Feder et al. 2003a). These six allozymes are all
correlated with the timing of adult emergence (Feder et al. 2003a). In addition, evidence
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exists that genes affecting diapause traits, involved in host race formation, reside within
large complexes of rearranged genes (Feder et al. 2003a) and that substantial gametic
disequilibrium exists that differentiate apple and hawthorne flies (as it has been
demonstrated using allozymes and complementary DNA markers that encompass three
chromosomal regions) (Feder et al. 2003b). Thus, the presence of extensive gametic
disequilibrium in R. pomonella suggests that recognition of different host-plant species
and performance on different host-plant species by herbivores may be genetically linked.
Host-Plant Driven Insect Differentiation: The Goldenrod System Case.  
One of the best studied cases of phenotypic and genotypic differentiation of
insects associated with different host-plant species is the one that occurs between insects
associated with different species of goldenrod (S. altissima and S. gigantea).
Hybridization experiments between ball-gallmakers, E. solidaginis, associated with S.
altissima and S. gigantea suggest that differences in both plant preference and larval
performance have a genetic basis (Craig et al. 1997). Allozyme and mitochondrial data
indicate that ball-gallmakers from each host-plant species represent genetically distinct
populations that occur in sympatry (Waring et al. 1990, Brown et al. 1996). The ball-
gallmaker is not the only herbivore associated with S. altissima and S. gigantea that has
differentiated by host-plant species. The goldenrod elliptical-gall moth, Gnorimoschema
gallaesolidaginis Riley (Lepidoptera: Gelechiidae) and the beetle Mordellistena convicta
LeConte (Coleoptera: Mordellidae), also shows genetic differentiation between
individuals occurring on S. altissima and S. gigantea (Nason et al. 2002, Cronin and
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Abrahamson 2001). Thus, the herbivores E. solidaginis and G. gallaesolidaginis show
parallel host-associated differentiation. M. convicta acts like a facultative predator of gall
insects, consuming them as it consumes the gall itself. Thus, parallel host-associated
differentiation may be observed in two herbivore and one omnivore species co-inhabiting
the goldenrod system. 
Parasitoids are more highly specialized than predators and thus should show more
extensive diversification (Mayr 1976, Price 1980). Phenotypic differences in behavior
have been reported in the specialist parasitoid of the ball-gallmaker, Eurytoma
obtusiventris (Hymenoptera: Eurytomidae). This parasitoid lands and spends more time
on S. altissima than on S. gigantea plants and consequently parasitizes more gallmakers
on the former species than on the later one (Cronin and Abrahamson 2001). Further
studies exploring phenotypic and genetic differentiation of parasitoids of goldenrod
herbivores are needed to better understand the role of host-plant species in the
differentiation of parasitic Hymenoptera. The fact that the two herbivores, the omnivore
and the parasitoid species associated with goldenrod species are in different orders and
have markedly different life histories, suggests that host-associated differentiation might
be more dependent on traits associated with the host-plant species than on
phylogenetically constrained insect adaptations. Cronin and Abrahamson (2001) have
suggested that specialization and subsequent diversification by parasitoids, as a result of
specialization and subsequent diversification by their hosts, may not be the primary
diversification mechanisms within parasitic Hymenoptera. Rather, parasitoids’ ability to
respond to specific host-plant clues may be more important.
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Phenotypic Differentiation in Hymenopteran Parasitoids. 
Parasitoid individuals of a particular species differ in their preference for, or
ability to survive in, different herbivorous host species, herbivore host-plant species, or
host-plant complexes (i.e., the combination of a particular herbivorous host species on a
particular host-plant species) (Lewis et al. 1990, Guerrieri et al. 1993, Kester and
Barbosa 1994, Potting et al.1997, Du et al. 1998, Souissi and Le Rü 1998, Althoff and
Thompson 2001, Daza-Bustamante et al. 2002). Thus, phenotypic differentiation can
occur among populations of a parasitoid  species that attack different herbivorous host
species. For example, Trichogramma semblidis Aurivillius (Hymenoptera:
Trichogrammatidae) reared on different herbivorous host species exhibit marked
differences in wing and antennal structure (Salt 1937). Phenotypic differentiation can
also occur among conspecific parasitoids attacking different host-plant complexes. C.
flavipes differs in reproductive success when associated with different host-plant
complexes (i.e., a stemborer species attacking maize versus another stemborer species
attacking sugarcane) (Potting et al. 1997). Similarly, Aphidius ervi Haliday
(Hymenoptera: Aphidiidae) females orient more strongly towards the odor of the host-
plant complex with which they have been associated as larvae (Daza-Bustamante 2002).
Phenotypic differences have also been reported among conspecific parasitoids
attacking the same herbivorous host species on different host-plant species. For instance,
the host selection behavior of C. congregata attacking Manduca sexta L. (Lepidoptera:
Sphingidae) on tobacco differs from that of  C. congregata attacking M. sexta on tomato
(Kester and Barbosa 1994). Similarly, percentage of parasitism, encapsulation levels,
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survival, total developmental time and size of male and female A. lopezi are significantly
different in parasitoids reared from the same host species, P. manihoti, but on different
host-plant species (Souissi and Le Rü 1998). Differences in the relative attractiveness of
collards and beets to the parasitoid Diaeretiella rapae M’Intosh (Hymenoptera:
Braconidae) explains different levels of parasitism of the host, Myzus persicae Sulzer
(Homoptera: Aphididae) (Read et al. 1970). Likewise, Itoplectis conquistor Say
(Hymenoptera: Ichneumonidae) is more attracted by the odor of Scots pine than by that
of red pine and correspondingly attacks its host, Rhyacionia buoliana Denis and
Schiffermüller (Lepidoptera: Tortricidae) to a greater extent on Scots pine than on red
pine (Arthur et al. 1964).
Genotypic Differentiation in Hymenopteran Parasitoids.
Although the potential of parasitic Hymenoptera to evolve in response to
selection by conspecific herbivorous hosts associated with different host-plant species
has been proposed (Henter 1995), and the important role of host-plant species in
parasitoid ecology has been widely recognized, no study has used genetic markers to
explore the role that different host-plant species fed upon the same herbivore species,
plays in the genetic differentiation of conspecific hymenopteran parasitoids. To my
knowledge there is only one example of genetic differentiation in parasitoids associated
with different host-plant complexes that has found genetic differentiation among
parasitoids associated with different host-plant complexes, but only at a very local scale.
Genetic differences in genetic marker fingerprints has been reported in sympatric D.
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rapae attacking different aphid species on different host-plant species within populations
less than 1.0 Km apart (e.g., Vaughn and Antolin 1998). However, different populations
from each of the host-plant complexes tested were also genetically different from each
other, indicating that differentiation did not result from separate lineages isolated on the
different host-plant complexes (Baer et al. 2004). Similarly, no genetic differences in
molecular markers have been found between A. ervi populations associated with different
host-plant complexes (Daza-Bustamante et al. 2002).  
Thus, despite hymenopteran parasitoids meeting several of the theoretical criteria
necessary for genetic differentiation, the few studies that have searched for it have failed
to find it. Although the number of studies on parasitoid genetic differentiation are too
scarce to draw any generalizations yet, it could be that some parasitoid species present
traits that make them unlikely candidates for genetic differentiation. For instance, it has
been speculated that gene flow of some hymenopteran parasitoids could be sufficient to
prevent fixation of neutral loci (Baer et al. 2004). Although sibling mating (Askew 1968,
Diehl and Bush 1984, Hassell and Godfray 1992) and mating at the site of emergence
(Godfray 1994) have been observed in some parasitoids, other parasitoid species may
disperse relatively long distances before mating and/or ovipositing (Roland 2000, Van
Nouhuys and Hanski 2002). Long distance dispersal of parasitoids attacking different
host-plant complexes might diminish the probabilities that parasitoids would mate with
others associated with the same host-plant species. In addition, some parasitoid species
learn to associate microhabitat or host-plant cues with their hosts and change their
preference for plant volatiles based on experience (Turlings et al. 1993). This behavioral
23
plasticity reduces fidelity to one host-plant species and might impede host-plant based
genetic differentiation to be observed in certain parasitoid species. 
My Study System.
The published research conducted to date and reviewed above, suggests that host-
plant species can generate phenotypically and genotypically distinct parasitoid
conspecifics in hymenopteran parasitoids ovipositing on the same host on different host-
plant species. In summary, we know that parasitoids can be phenotypically different on
different host species, on different host-plant species and on different host-plant
complexes. We also know that parasitoids can be genotypically different on different
host-plant complexes. However, research is lacking on the role of different host-plant
species fed upon the same herbivorous host species, in the genetic differentiation of
parasitoids. The present study focuses on the influence of host-plant species in the
phenotypic and genotypic differentiation of populations of the generalist parasitoid C.
marginiventris and the specialist  A. nolophanae. Both parasitoid species are the most
abundant parasitoids of the green cloverworm, P. scabra, on alfalfa and soybean in
Maryland.
Variation in the use of resources has important implications for the evolution of
ecological specialization and is relevant to host race formation and parasitoid speciation
(Diehl and Bush 1984). Parasitoid insects that use different host species, different host-
plant species, or different host-plant complexes can have a subdivided population
structure that corresponds to use of different host species, host-plants, or host-plant
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complexes. A subdivided population structure may favor local sub-population
adaptations to small scale environmental differences and may promote their genetic
divergence (Vaughn and Antolin 1998). Thus, over time, resource specific strains may
evolve towards distinct species as suggested by Vet and Janse (1984). Parasitoid 
variation in the use of resources among different populations also has important
implications for biological control, because the selection of appropriate strains or
biotypes is a significant factor in successful biological control practices (Roush 1990,
Lewis et al. 1990). Indeed there are numerous examples of differential effectiveness of
biological control agents selected from different geographic regions. Thus, it is important
to select a strain that has the ability or potential to search for and utilize the target host
species in its micro-habitat (Lewis et al. 1990). The present study will contribute to our
knowledge on phenotypic and genetic differentiation in parasitoid populations by
exploring the role that host-plant species play in this process. 
 In this study I hypothesize that host-plant species might promote phenotypic and
genotypic differentiation in hymenopteran parasitoids. In chapter two, I discuss the role
of host-plant species in the phenotypic differentiation of A. nolophanae and C.
marginiventris. In chapter three, I discuss the role of host-plant species on the genotypic
differentiation of A. nolophanae and C. marginiventris. In chapter four, I propose a new
methodology to rigorously determine the number of individuals and the number of
molecular markers one needs to use in order to accurately determine genetic
differentiation of field populations. This method is critical to determine if my conclusions
on genetic differentiation are robust.
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CHAPTER 2:
The Role of Host-Plant Species in the Phenotypic Differentiation of Sympatric
Populations of Aleiodes nolopahanae Ashmead (Braconidae: Hymenoptera) and
Cotesia marginiventris Cresson (Braconidae: Hymenoptera)
INTRODUCTION.
The biology of Hymenoptera that are parasitic on herbivorous insects is
significantly influenced by the host herbivores they parasitized and the host-plants used
by their hosts (Price et al. 1980, Benrey and Denno1997, Huffbauer and Via 1999,
Vinson and Barbosa 1987, Vet and Dicke 1992, Hunter 2003). Therefore, phenotypic
differentiation reflected in changes in morphology, physiology and behavior has been
observed among individuals parasitizing different herbivorous host species (Salt 1937,
Sato and Ohsaki 1987, Eben et al. 2000) and different herbivore species parasitized on
different host-plant species (Potting et al. 1997, Eben et al 2000, Daza-Bustamante 2002).
However, perhaps less expected have been observations of phenotypic differentiation of
parasitoids attacking the same herbivore host species on different plant species (Kester
and Barbosa 1994, Souissi and Le Rü 1998, Sznajder and Harvey 2003, Campan and
Benrey 2004). These differences typically are in morphology, physiology and behavior
affecting survival, ability to find and attack hosts and rate of population increase. Thus,
the parasitoids emerging from each herbivore host-host plant combination (henceforth
host-plant complex) in large part, is a consequence of host herbivore traits, plant traits,
traits produced as a result of herbivore feeding and/or oviposition, or some combination
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of these.
Studies that have looked for phenotypic differences in Hymenoptera attacking the
same host species on different host-plant species have mostly compared wild and
cultivated plants and have not considered the relative ratio of the plant species studied. In
this study, I compared phenotypic traits of parasitic Hymenoptera attacking the same host
species on two different cultivated Leguminosae species at sites that differed in their
current and historic commitment of acreage devoted to the cultivation of each crop plant
species. In addition, studies that have looked for phenotypic differences in Hymenoptera
attacking the same host species on different host-plant species have rarely been coupled
with genotypic differentiation studies. In this study, I used the same individuals from
which phenotypic traits were measured to study genotypic differentiation between
parasitoids associated with each crop plant species (see Chapter 3). Because generalist
and specialist parasitoids have been found to differ in their foraging strategies and in the
effect that plant chemicals have on their behavior and performance (Barbosa 1988, Vet
and Dicke 1992), the role of host-plant species on phenotypic differentiation was
explored in a generalist and in a specialist parasitoid from the same family (i.e.,
Braconidae).
In this chapter, I review fitness parameters in parasitoids likely to be affected by
host-plant species (i.e., adult mass, adult longevity, percentage of parasitism and
preference for host-plant odors) and discuss how geographic (i.e., site) differences may
modulate the strength of host-plant species on parasitoid’s phenotype. This overview will
propose that plants may be an important agent of differentiation and that the strength of
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this differentiation can be expressed differently at different locations.
Plants can influence parasitoid fitness parameters directly and/or indirectly
through its effects on the development of the phytophagous host (Arthur et al. 1964, Read
et al. 1970, Kester and Barbosa 1994, Fox et al. 1996, Souissi and Le Rü 1998, Turlings
and Benrey 1998). An understanding of the influence of an herbivore’s host-plant species
on parasitoids fitness is crucial in understanding parasitoid population dynamics under
field conditions and for the design of effective biological control programs (Bottrell et al.
1998, Verkerk et al. 1998,  Eben et al. 2000). Parameters such as adult mass, adult
longevity, percentage of parasitism and response to host-plant odors are particularly
important indicators of fitness in parasitoids. Adult mass is one of the most utilized
fitness parameters in studies of hymenopteran parasitoids because it is correlated to
fecundity and, in some instances, to adult longevity (Charnov et al. 1981, Waage and
Godfray 1985, Godfray 1994, Kraaijeveld and Van der Wel 1994). Female fitness in
hymenopteran parasitoids has been shown to increase with adult size (Blackburn 1991,
King 1988, Visser 1994). In the parasitoid Apoanagyrus lopezi De Santis (Hymenoptera:
Encyrtidae) the number of oocytes in the ovarioles of females is positively correlated
with body size (Van Dijken et al. 1991). Large females not only live longer than small
females but also have a greater probability of successful mating (Kraaijeveld and Van
Alphen 1986). Similarly, larger Asobara tabida Nees (Hymenoptera: Braconidae)
females have more eggs in their ovarioles (Kraaijeveld and Van Der Wel 1994). In
Aphaereta minuta Nees (Hymenoptera: Braconidae), a gregarious parasitoid of dipteran
larvae, female size is positively correlated with egg load, egg size, and adult longevity
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and searching efficiency (Visser 1994). 
Adult longevity is widely used as a fitness indicator (Godfray 1994). Both adult
longevity as well as adult mass can reflect potential reproductive output in hymenopteran
parasitoids. Plants may affect parasitoids by influencing on both these fitness parameters
(Bhatt and Singh 1989, Souissi and Le Rü 1998). Changes in these parameters can
promote phenotypic differentiation among parasitoids ovipositing on hosts on different
host-plant species (Charnov et al. 1981, Waage and Godfray 1985, Godfray 1994). For
example, significant differences in adult mass have been found among C. marginiventris
ovipositing in Spodoptera exigua Hübner (Lepidoptera: Noctuidae) on different host-
plant species (Sznajder and Harvey 2003). Similarly, differences in development time
and in adult mass have been found among Cotesia glomerata L. (Hymenoptera:
Braconidae) ovipositing in Pieris brassicae L. (Lepidoptera: Pieridae) on different host-
plant species (Sznajder and Harvey 2003). The host-plant on which a parasitoid’s host
feeds may also affect parasitoid survival. C. marginiventris larval parasitoid mortality is
affected by the food plant species upon which its host S. exigua feeds. More than 50% of
C. marginiventris wasps developing on S. exigua from two wild crucifer species perished
during development. In contrast, parasitoid mortality on hosts reared on the domesticated
Brassica oleracea Kale was only 9% (Sznadjer and Harvey 2003). 
Parasitoid fitness also is a function of percentage of parasitism. The percentage of
herbivore hosts parasitized by a parasitoid may differ when hosts are on different plant
species or cultivars (Beck and Cameron 1990, Liu and Jiang 2003, Helms et al. 2004).
For instance, the plant species on which Phenacoccus manihoti Matile Ferrero
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(Hemiptera: Pseudococcidae) feeds, influences percentage of parasitism by Apoanagyrus
lopezi De Santis (Hymenoptera: Encyrtidae) (Souissi and Le Rü 1998). Similarly,
percentage of parasitism by C. marginiventris of Spodoptera frugiperda J.E. Smith
(Lepidoptera: Noctuidae) differs when it occurs on different host-plant species
(Rajapakse et al. 1991). Likewise, percentage of parasitism of S. frugiperda by Aleiodes
laphygmae Viereck (Hymenoptera: Braconidae) is significantly different when host
larvae feed on different turfgrass species (Braman et al. 2004).
 The ability of natural enemies to differentiate between different plant species can
influence their fitness directly (e.g., differences in hairs and glands on different plant
species can interfere with foraging behavior) (Obrycki 1986, Van Lenteren and De Ponti
1991) or indirectly  (e.g., as a result of differences in host quality due to differences in
plant species suitability for herbivore development) (Barbosa 1988). Thus, plant species
have been found to influence parasitoid’s host selection (Benrey et al. 1997). Further,
variation in the levels of parasitism among plant species has been shown to be correlated
with plant morphology and/or plant chemistry (Liu and Jiang 2003). During host
selection, parasitoids use a variety of plant cues such as shape, surface structure, and
internal and external (surface) chemicals to assess the quality of their hosts (Godfray
1994). The quality and the quantity of these traits vary from plant species to plant species
and influence host discrimination by parasitoids (Souissi and Le Rü 1998). Plants often
provide the first cue in the chain of events that leads to host location. 
Out of all the potential variables that parasitoids may use to locate their hosts
chemical cues are the ones that seem to be the most important and consequently have
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been the most studied (Vet 1983). For example, host herbivores are attacked when they
occur on one plant species but not on another plant species (Walker 1940, Clausen 1941,
Smith 1957, Zwolfer and Kraus 1957, Arthur 1962, Stary 1964, Hassell and Southwood
1978). Differences in percentage of parasitism among conspecific parasitoids ovipositing
in the same host species on different host-plant species may be explained by differences
in the degree of attraction of parasitoids to plant specific volatile compounds (Fox et al.
1967, Liu and Jiang 2003). Further, certain parasitic Hymenoptera are capable of
developing on a host only when the host has fed on particular host-plant species (Price et
al. 1980, Vet and Dicke 1992).
Host-plant species may influence more than one fitness parameter. For instance,
female Diachasmimorpha longicauda Ashmead (Hymenoptera: Braconidae) emerging
from Anastrepha ludens Loew (Diptera: Tephritidae) reared in different host-plant
species presents significant differences in size and adult longevity (Eben et al. 2000).
Female C. glomerata are more attracted to the cultivated B. oleracea species than to the
wild Lunaria annua and C. glomerata, parasitoids develop faster on hosts raised on
cultivated B. oleracea, survive better and emerge as larger adults than parasitoids that
developed on larvae reared on the wild plant, L. annua (Benrey et al. 1998). Similarly,
the parasitoid Stenocorse bruchivora Crawford (Hymenoptera: Braconidae) prefers
cultivated beans (genus Phaseolus L.) over wild bean subspecies and, consequently,
faster developing and more parasitoids emerged from these subspecies than from the wild
subspecies (Benrey et al. 1998). 
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Volatile blends produced by damaged plants and used by natural enemies to find
hosts or prey vary significantly in different plant species. For instance, tobacco, cotton
and maize each produce distinct volatile blends in response to herbivore damage (De
Moraes et al. 1998). Parasitoids are able to detect these differences in volatile
composition and are differentially attracted towards the odors that maximize their
probabilities of finding suitable hosts (Vet and Dicke 1992, De Moraes et al. 1998). Thus,
phenotypic differentiation among parasitoids ovipositing in the same host species on
different host-plant species, may be reflected in differential attraction of parasitoids to the
distinct volatiles of each host-plant complex. Many parasitoids prefer the odor (i.e.,
volatile profile) of the plants on which they have developed (Kester and Barbosa 1991,
Turlings et al. 1993, Bogahawatte and van Emden 1996). This sort of fidelity to the host-
plant odor of the plant on which the parasitoid’s host resides may promote phenotypic
differentiation among parasitoids ovipositing hosts on different plant species (Kester and
Barbosa 1991). 
Significant geographic variation exists in the survival probability of some
parasitoids in their respective hosts. Geographic differences in the abiotic and biotic
environments experienced by different populations of the same parasitoid species may
alter the way in which parasitoids interact with host or their host-plants (Thompson 1994,
Kraaijeveld and Godfray 1999). This means that different populations of parasitoids may
represent different phenotypes as a result of geographic differences (Kraaijeveld and Van
Der Wel 1994). For instance, differences in the substrate odors preferred by a parasitoid
of drosophilid larvae, Asobara rufescens Förster (Hymenoptera: Braconidae), vary
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geographically (Kraaijeveld et al. 1994). Likewise, A. tabida that differ in geographic
origin have differences in their egg load (Kraaijeveld and Van Der Wel 1994).
Geographically related differences in traits such as virulence and encapsulation defenses
have been observed in other parasitoids (Walker 1959, 1962, Carton 1984, Boulétreau
1986, Mollema 1988, Carton and Nappi 1991, Kraaijeveld and van Alphen 1994, Althoff
and Thompson 1999) as has geographic variation in diapause and in egg/fat balance
(Kraaijeveld and Van der Wel 1994). These and other geographically related phenotypic
differences may occur among individuals of populations that are relatively close to each
other. For example, Cotesia congregata Say (Hymenoptera: Braconidae) exhibits
geographic differences in searching time and in oviposition preferences for hosts on
different host-plant species in sites located only 56 Km apart from each other (Kester and
Barbosa 1994). Thus, the degree to which host-plant species may influence phenotypic
differentiation of parasitoid species can be influenced by the geographic location of the
organism. 
 In this chapter I determine if phenotypic differentiation due to host-plant species
(alfalfa versus soybean) is observed in the specialist parasitoid A. nolophanae and in the
generalist C. marginiventris, ovipositing on the same host, the green cloverworm,
Plathypena scabra Fabricius (Lepidoptera: Noctuidae). Specifically, I address three
questions relating to the role of herbivore host-plants in mediating phenotypic
differentiation in parasitoids: (1) Do parasitoids ovipositing in green cloverworm larvae
in alfalfa versus soybean differ in adult mass and adult longevity? (2) Do parasitoids
ovipositing in green cloverworm larvae on alfalfa and soybean differ in the proportion of
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larvae they parasitize? and (3) Does attraction of parasitoids to alfalfa and soybean odors
differ depending on the host-plant species on which their host was reared?. Some key
fitness phenotypic traits in parasitoids have been found to vary among populations from
different locations (see introduction). Thus, the questions asked in the present study will
be addressed for  parasitoids in geographically distinct locations. This study will provide
information on the role of cultivated host-plant species in the phenotypic differentiation
of a specialist and a generalist parasitoid that co-occur associated with sympatrically
occurring host-plant species. 
METHODS.
Study Organisms.
Plathypena scabra Fabricius. (Lepidoptera: Noctuidae).
Also known as the green cloverworm, this species is a native to the US, occurring
predominantly from the eastern United States westward into the Great Plains states and
northward into southeastern Canada (Pedigo 1994). It is one of the most common
lepidopteran species in leguminous agroecosystems (McCutcheon et al. 1997). The green
cloverworm is a generalist herbivore associated with various host-plants, including
alfalfa, soybean, red clover, vetch, cowpea and beans (Pedigo 1971).
In Maryland, green cloverworms start to appear in alfalfa fields approximately the
first days of June and start overwintering as pupae or adults in the last days of August.
They are known to overwinter at locations South of 41  N latitude except in more
southerly locations where feeding activity and reproduction occur year round. Northern
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(i.e., above 41  N latitude) areas are colonized each Spring by migrating moths
transported by southerly winds. Females oviposit eggs singly on the undersides of leaves.
The eggs hatch in about 3 days, and the larvae undergo 6 to 7 molts in about 14 days.
Eggs are 0.5 mm in diameter, translucent green and become brownish with red specks,
about 48 hours before hatching. Green cloverworm larvae are about 25 mm long when
fully grown and are pale green with two white stripes running horizontally along each
side of the body. Larvae are distinctive from other soybean or alfalfa caterpillars by
having three pairs of abdominal prolegs plus one pair of anal prolegs. After a 7 to 10 day
pupal stage, moths emerge. Pupae are brown and are found inside a silk cocoon (Pedigo
1994).
 There are two generations per year in the Northern United States (north of 41  N
latitude)  and three to four generations per year in the South (south of 41  N latitude).
The green cloverworm is attacked by several species of predators and parasitoids. In
Maryland A. nolophanae and C. marginiventris are the most abundant parasitoids of the
green cloverworm. However, the primary factor regulating green cloverworm populations
is disease caused by the fungus Nomuraea rileyi (Pedigo 1994).
Aleiodes nolophanae Ashmead (Hymenoptera: Braconidae).
This species is native to the US. It prefers to oviposit in third instar green
cloverworms (Lentz and Pedigo 1973). It oviposits one egg per host larva. Eggs of A.
nolophanae are slightly curved and somewhat oval along the longitudinal axis (Lenz and
Pedigo 1973). Once A. nolophanae oviposits in green cloverworms, there is no obvious
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external evidence of parasitism during approximately the first eight days. After eight
days a swelling appears in the abdominal region of the larva. When the larva is still green
A. nolophanae chews an opening on the mesothoracic sternum and secretes an adhesive
material that attaches the host larval skin to the substrate. Within two days, a brown
mummified skin is formed in which the parasitoid completes its development. The mean
developmental time from oviposition to adult emergence is 18 days for males and 18.5
days for females (Lenz and Pedigo 1973). The adult parasitoid emerges from the cocoon
by chewing an exit hole in the tergum near the tip of the host’s abdomen. A. nolophanae
can be considered as a specialist parasitoid of the green cloverworm. It only has been
reported to occur in green cloverworm on Leguminoceae and in Balsa malana Fitch
(Lepidoptera: Noctuidae) on apple trees (Krombein et al. 1979).
Cotesia marginiventris Cresson (Hymenoptera: Braconidae).
This species was originally described from Cuba and it is native to North America
(Marsh 1979, Jalali et al. 1987). It occurs in the United States: from Delaware south to
Florida, north to Wisconsin, west to Indiana, Kansas and Texas, Arizona and California.
It is also present in Hawaii, Mexico and South America. A single egg is usually laid in
each host. C. marginiventris eggs are oval, three times longer than wide, with a small
projection. Parasitoid larvae eclose from eggs two days after oviposition by the adult.
The larvae bear a caudal vesicle in the posterior region and are located in the host’s
posterior end. First instar are on average only 0.06 mm long, whereas mature (third
instar) larvae are on average 5.5 mm long. Practically all caterpillar internal organs are
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consumed by the parasitoid larva. The host, which feeds little throughout its life, dies
approximately a day after the parasitoid has left the caterpillar. When larvae emerge from
the host, about 7 to 10 days after the egg is laid, they immediately begin spinning a silky
cocoon. The cocoon is white and approximately 4 mm long. The adult wasp is small
(approximately 3mm in length). Females bear relatively short ovipositors and parasitize
only first to second instars or even eggs (Boling and Pitre 1970, Kunnalaca and Mueller
1979). In the laboratory, C. marginiventris lives more than a week, but it is most active
(e.g., searching and ovipositing) between two and four days of age.
C. marginiventris is a generalist parasitoid of noctuid pests. Although all C.
marginiventris hosts are noctuids they represent species in 15 genera feeding on at least
eight plant families. C. marginiventris is a parasitoid of Agrotis ipsilon Hufn. (the black
cutworm) Anagrapha falcifera Kirby (the celery looper), Autographa precationis Gn.,
Autoplusia egena Guen.(the bean leaf skeletonizer), Helicoverpa zea Boddie (the
bollworm, also called the corn earworm or tomato fruitworm), Heliothis virescens F. ( the
tobacco budworm), Hymenia perspectalis Hbn. (the spotted beet webworm), Hymenia
recurvalis F., Leucania latiuscula H.S., Leucania multisulca Wlkr., Peridroma saucia
Hbn., (the variegated cutworm), Plathypena scabra F. (the green cloverworm),
Pseudaletia unipuncta Haw. (the armyworm), Pseudoplusia includens Wlkr.(the soybean
looper), Scotorythra caryopsis Meyr., Spodoptera eridania Cram.(the southern
armyworm), Spodoptera exigua Hbn. (the beet armyworm), Spodoptera frugiperda Smith
(the fall armyworm), Spodoptera ornithogalli Guen., Spodoptera praefica Grote and
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Trichoplusia ni Hbn. (the cabbage looper) (Krombein et al. 1979). In Maryland C.
marginiventris attacks the green cloverworm starting in June throughout the summer and
its numbers start to decline in the last weeks of August.
Medicago sativa  L. (Fabaceae: Leguminosae).
Commonly known as alfalfa, Medicago sativa L. is an herbaceous perennial
legume that originated near Iran. Related varieties and species are found as wild plants
throughout Central Asia and into Siberia. Alfalfa was first introduced into the eastern US
by the colonists in 1736. It is the oldest cultivated forage crop in the US. Alfalfa is one of
the most important forages for livestock. It has a high regrowth capacity and possesses
nitrogen fixing properties (Hanson et al. 1988). 
Since plant architecture may influence natural enemies foraging (Kareiva and
Sahakian 1990, Legrand and Barbosa 2003) differences in plant morphology may be
important in explaining differences in parasitoid fitness among different plant species. A
mature alfalfa plant may have from 5 to 25 stems, which usually reach a height of 38-63
cm. Stems are branched and slender and bear pinnately trifoliolate glabrous leaves.
Leaves with more than three leaflets are not uncommon. Leaves are arranged alternately
on the stem. Stipules are slender and fused to the petiole. Leaflets are linear, oblong and
are toothed toward their apices. Alfalfa is worldwide in its distribution and is grown in
many areas of the US (Hanson et al. 1988). In Maryland, alfalfa is planted in March and
April if planted in Spring and in August if planted in the Fall. Once planted, alfalfa fields
typically are maintained for four years.
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Glycine soja Sieb & Zucc. (Fabaceae: Leguminosae). 
Commonly known as soybean, it is the domesticated variety of the wild Glycine
max L. Merr. Glycine soja, which is native to China but does not occur in the wild, was
introduced in the US in the mid 1770's (Smith 1994). The soybean plant has a single
trifoliolate leaf at each node alternatively attached to each side of the stem, except at the
cotyledonary and second nodes of the main stem. Leaflets are obovate. The petiole
attaches the leaf to the main stem. A pair of lance-shaped stipules are located at the base
of the petiole in the petiole-stem junction. The leaves (also the stem, branches and pods)
of the soybean plant are normally covered with pubescence. In Maryland, soybeans are
planted in May and June and harvested in October and November.
Study Sites.
Some key fitness phenotypic traits in parasitoids have been found to vary among
populations from different locations (see introduction). Thus, I sampled wasps from three
counties in Maryland in order to determine if geographic location influences the
phenotypic differences in alfalfa-associated parasitoids and soybean-associated
parasitoids. Obviously, there may be many biotic and abiotic differences among field
sites. However, I used a criterion for the selection of the three sites that was most relevant
to this study, i.e., the differences in the current and historical ratio of alfalfa to soybean
cultivation which should reflect the degree to which parasitoids have interacted with
hosts on alfalfa versus soybean, over time. Thus, green cloverworm were sampled at the
USDA Beltsville Agricultural Center in Prince George’s County (PG County) in 2001,
2002 and 2003, in a private farm in Washington County in 2002 and 2003, and in a
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private farm in Garrett County in 2002 and 2003. PG County has had an alfalfa: soybean
ratio of 1:12.5, Washington County a 1:1 ratio and Garrett County a 20:1 ratio.
According to each county’s agricultural extension records, these ratios have been kept at
about these levels at the three counties for at least 10 years. The closest study sites were
60 Km apart (i.e., PG and Washington county sites) and the most distant ones were 160
Km apart (i.e., PG and Garrett county sites). 
In PG County there were three plots of alfalfa and three of soybean; each was
32x32 m with an average distance of about 200m between plots. These plots were created
because in 2001, I did not know the scale at which phenotypic and genetic differentiation
might be acting in this system. If movement among wasps was as restricted as has been
demonstrated in some herbivorous insects (Mopper and Strauss 1998) genetic and
phenotypic differences could have been found among plots. Preliminary analyses (2001)
did not show phenotypic or genetic differentiation among field plots of the same crop.
Thus, wasps collected from the PG plots were pooled in subsequent years. In Washington
and Garrett Counties, a field of alfalfa and one of soybean were established, each
approximately 300x300 m. I had no control over the varieties of alfalfa and soybean
planted by farmers at the Maryland counties studied. The varieties used by the farmers in
each of the counties were chosen by farmers according to the conditions for the particular
geographic area in which their crops were planted.
Sampling.
Green cloverworm larvae were collected in each of the alfalfa and soybean fields
in each of the study sites. The fields were sampled using a 38 cm diameter sweep net. In
Garrett and Washington Counties collections consisted of sweeping the field while
walking at an even pace along a haphazardly chosen transect within each of the alfalfa
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and soybean fields. The total collection effort per transect was 30 minutes. Within each
transect in each crop, sampling consisted of 5 sweeps after which green cloverworms
were taken out of the net and placed in a container to reduce larval injury. Then five
additional sweeps were performed, and so on, until ten minutes had elapsed. I then
walked along the transect for approximately 50 meters and resumed the five sweep
protocol until ten minutes had elapsed, and again walked another 50 meters, followed by
one last 5 sweep protocol for 10 minutes, for a total of 30 minutes. Because there were
three plots in PG County instead of one (as in Garrett and Washington Counties),
sampling differed but the total sampling effort was the same. That is, a total of thirty
sampling minutes was divided into three ten minute intervals; ten minutes in each of the
three plots of each crop species. The same five sweep protocol was used. Thirty minutes
of collection time per crop field provided the maximum number of larvae that could be
reared in the laboratory on a daily basis. In 2001, only PG County was sampled, four to
five days per week from the second week of June until the last week of August.
Washington and Garrett Counties were not sampled in 2001. In 2002 and 2003 each crop,
in each study site, was sampled once a week from the second week of June until the last
week of August.
Green Cloverworm Rearing.
Green cloverworm larvae were placed individually in 473 ml clear plastic cups
labeled with their site, collection date and host-plant species. Larvae were fed with the
same species of host-plant from which they were collected. They were kept in the
laboratory at room conditions (an average of 23.7  BC ± 0.14, 66.7 RH ± 0.75%). Green
cloverworm larvae were reared until adult moths or until parasitoids emerged. Adult
parasitoids were sexed and weighed after emergence and then frozen for subsequent
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genetic analyses (see Chapter 3) in 2001 and 2002. In 2003 adult parasitoids were kept
alive in individual plastic containers with honey water to measure adult longevity. Once
parasitoids died they were weighed and then frozen. Alfalfa and soybean leaves used for
feeding larvae were washed with running water as soon as they were brought from the
field and then kept at 4 BC. When green cloverworm larvae were infected with N. rileyi
they were immediately discarded within their closed cups to prevent the infection of
other larvae in the laboratory.
Effect of Host-Plant Species in Parasitoid Adult Mass and Adult Longevity. 
Mean adult mass and mean adult longevity of  A. nolophanae and C.
marginiventris individuals attacking green cloverworm larvae on alfalfa were compared
to that of adults from the same host on soybeans. Once each adult parasitoid emerged
from its pupae it was killed and then weighed (in 2001 and 2002). In 2003, adult
parasitoids were weighed after their longevity was measured. Adult parasitoids were
weighed in a Mettler AE 100 balance.
Every individual parasitoid obtained in the laboratory from parasitized green
cloverworms was used for DNA extraction. Parasitoid DNA was used to study if there
was genotypic differentiation among parasitoids associated with different host-plant
species (see Chapter 3). Thus, parasitoid adult wet mass rather than dry mass was
measured because the high temperatures required to obtain dry masses could damage
parasitoids’ DNA. A cohort of 34 A. nolophanae and 10 C. marginiventris were used to
determine whether adult wet and dry mass in each of the parasitoid species were
correlated. Newly emerged parasitoids were weighed and then were placed inside a
laboratory oven at  60B C for 48 hours and weighed again and the correlation between wet
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and dry mass was calculated. Because wet and dry mass were highly correlated (Figure 2.
1) wet mass was used. Differences in adult mass means were analyzed as a split plot
design using Proc Mixed (SAS 1998). County (i.e., site), host-plant species, gender and
their interactions were considered as fixed effects and collection year was considered as a
random effect. The data was split in gender within host-plant species and in host-plant
species within sites. Normality of the data was tested using the Shapiro-Wilkinson test
and homogeneity of variances was tested by plotting residuals versus predicted values. In
the A. nolophanae adult mass data, sites were nested within years. C. marginiventris
adult mass data from the three years of the study were pooled in order to have enough
degrees of freedom to perform the analysis.   
Longevity tests were conducted in 2003. Each adult parasitoid was placed in
individual 473 ml clear plastic cups with honey water. Parasitoids were kept at room
conditions (an average of 23.7  BC ± 0.14, 66.7 RH ± 0.75%) until they died. Once
parasitoids died they were weighed and stored at -80°C. Adult longevity was measured
by counting the number of days either male and female adult parasitoids survived in the
laboratory. The day count started immediately after parasitoid adult emergence and ended
with the death of the adult parasitoids. These data were analyzed as a split plot design
using Proc Mixed (SAS 1998). County, host-plant species, gender and their interactions
were considered as fixed effects. The data was split in gender within host-plant species
and in host-plant species within sites. Normality of the data was tested using the Shapiro-
Wilkinson test and homogeneity of variances was tested by plotting residuals versus
predicted values.
43
Effect of host-plant species on percentage of parasitism.
Differences in Percentage of Parasitism Between Alfalfa and Soybean Green
Cloverworm Larvae. 
Percentage of parasitism of green cloverworm larvae on alfalfa by A. nolophanae
and by C. marginiventris was compared with percentage of parasitism of green
cloverworm larvae on soybean at each of the study sites in 2001, 2002 and 2003.
Percentage of parasitism by A. nolophanae and by C. marginiventris was calculated
independently by counting the total number of parasitized and non-parasitized green
cloverworm larvae collected in alfalfa and in soybean at each of the three study sites,
each year. In both host-plant species and all three sites, sampling intensity was the same.
Chi-square tests of association (SAS 1998) were used to analyze the data on differences
in parasitism among host-plant species in each study site, each year. Differences in
parasitism among host-plant species may be a reflection of differences in host density or
differences in host quality among hosts feeding on different host-plant species. As
described in the following sections, I evaluated whether host density and host quality
explained differences in percentage of parasitism between alfalfa and soybean.  
Host Density in Alfalfa and Soybean.
The comparison of percentage of parasitism as an indicator of phenotypic
differentiation may be confounded by differences in host density. Thus, the relative
density of green cloverworm larvae on alfalfa and soybean was assessed by counting the
number of green cloverworm larvae on five alfalfa and five soybean plants selected from
each of ten randomly selected 1m2 plots within an alfalfa field and a soybean field in PG
County in the Summer of 2004. Five whole alfalfa and five whole soybean plants were
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taken from each of these randomly selected alfalfa and soybean plots and each plant was
immediately placed inside a sealed plastic bag. In the laboratory, each plant was searched
for green cloverworm larvae. The number of green cloverworm larvae per plant was
recorded and the leaf area of each plant was determined using SCION © Image for
windows software to report the data as number of larva per mm2 of leaf per plant. These
data were analyzed using ANOVA (SAS 1998). Sampling date, host-plant species and
date by host-plant species were included in the statistical model as main effects. ANOVA
normality assumption was tested using the Shapiro-Wilkinson test and the homogeneity
of variance assumption was tested by plotting residuals versus predicted values. Data
were square root transformed to better fit the ANOVA model assumptions.
Because the number of alfalfa and soybean plants per unit area differed,
differences in the abundance of green cloverworm larvae in alfalfa and soybean fields
were determined by comparing the mean number of larvae collected in sweeps taken in
30 minutes on the same date, and county, using a pair t-test. The normality assumption of
the test was assessed using the Shapiro-Wilkinson test and the homogeneity of variance
assumption was tested by plotting residuals versus predicted values.
The same alfalfa and soybean fields from which the host density per plant was
estimated were sampled in the summer of 2004 to calculate percentage of parasitism in
alfalfa and in soybean. In the laboratory, each green cloverworm larva found was placed
in an individual 473 ml clear plastic container labeled with the host-plant species from
which it was collected and it was reared until an adult moth or a parasitoid emerged (as
described in the “Green cloverworm rearing” section above). Differences in percentage
of parasitism by A. nolophanae and C. marginiventris among green cloverworm larvae
from alfalfa and soybean were calculated by counting the number of parasitized and non
parasitized green cloverworms collected in alfalfa and in soybean. Chi-square tests of
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association (SAS 1998) were used to analyze parasitism data from alfalfa and soybean
fields.
Correlation Between Host Larval Mass and Host Adult Mass.
Data on host adult mass was taken every year of the study at each of the study
sites (see above). Since the parasitoids studied oviposit in host larvae rather than in adult
hosts it is important to know if adult mass correlates with larval mass. If so, adult mass
can be used as a good indicator of larval mass. To determine if adult green cloverworm
mass correlated to larval green cloverworm mass, the wet weight of green cloverworm
larvae was obtained using a Mettler AE 100 balance right before pupation and as newly
emerged adults. Larvae were collected in the field and brought to the laboratory where
they were reared (as described in the “Green cloverworm rearing” section above) and
checked daily. Just as green cloverworm larvae are about to pupate they assume a
characteristic C-shaped position, change color, and become turgid and less mobile. At
this point they are fully grown and thus were weighed and allowed to pupate and emerge
as adults. Once emerged, one day-old adult moths were weighed. The correlation
between larval host wet mass and adult host wet mass was calculated. A cohort of 33 host
larvae were weighed right before pupation (as described above) and then were placed
inside a laboratory oven at 60 BC for 48 hours and weighed again and the correlation
between wet and dry mass was calculated. I determined that larval wet and dry mass were
highly correlated (Figure 2. 2). 
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Host Quality in Alfalfa and Soybean.
Another factor that may explain differences in percentage of parasitism among
host-plant species is the quality of the parasitoid’s host. All else being equal, host mass
can be considered as a good estimate of host quality for parasitoids (Cloutier et al. 1991,
Godfray 1994, Jarošík et al. 2003). Thus, after checking if there was a significant adult
and larval mass correlation, data collected on green cloverworm adult mass were used as
an indicator of host quality.
Green cloverworms were collected as larvae at the same time (i.e., summer of
2001, 2002 and 2003) and from the same alfalfa and soybean fields from which the A.
nolophanae and C. marginiventris parasitism data were collected. Green cloverworm
larvae were reared in the laboratory until adult moths emerged and then they were
weighed in a Mettler AE 100 balance. Differences in adult mass were analyzed as a split
plot design using Proc Mixed (SAS 1998). County, host-plant species and gender were
considered as fixed effects. The data was split in gender within host-plant species and in
host-plant species within sites. Data from the three years of the study were pooled in
order to have enough degrees of freedom to perform the analysis.  Normality of the data
was tested using the Shapiro-Wilkinson test and homogeneity of variances was tested by
plotting residuals versus predicted values.
Host-Plant Odor Preferences.
I determined whether there was phenotypic difference in responses to plant
volatiles. That is, whether A. nolophanae and C. marginiventris individuals were
preferentially or exclusively attracted to volatiles from the host-plant species on which
their hosts fed. A. nolophanae and C. marginiventris preferences were assessed using a
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four armed olfactometer (Vet et al. 1984). The olfactometer consisted of a 33 cm
diameter circular chamber in which four distinct odor fields were created and within
which parasitoids could move around freely (Figure 2. 3). Choice tests were performed
on newly emerged female and male wasps collected from alfalfa and soybean. A.
nolophanae and C. marginiventris wasps were individually placed inside and in the
center of the four armed olfactometer chamber and were given the following choices:
alfalfa, soybean, alfalfa plus a 10-15 mm green cloverworm plus frass and soybean plus a
10-15 mm green cloverworm plus frass. 
I gave parasitoids a choice between plant odors alone and plant odors plus
herbivore odors because some parasitoids do not respond to plant odors alone, instead
they respond to the odors generated by the interaction of the herbivore with the plant on
which they feed (Vet and Dicke 1992). The pellet of frass was used because some
parasitoids are attracted to frass odors rather than to plant or herbivore odors (Vet and
Dicke 1992). Alfalfa and soybean plants used in these experiments were planted and kept
in the greenhouse under the same conditions and were grown in the same kind of potting
soil. An hour before the olfactometer experiments started two soybean leaflets and two
alfalfa stems containing a comparable leaf area were cut from an alfalfa and soybean
greenhouse plant and the cut ends were wrapped in wet cotton wool. Each cut soybean
leaflet and alfalfa stem was placed in each of the four odor sample tubes of the
olfactometer. After an hour, the chamber of the olfactometer was attached to the odor
sample tubes and the choice experiments began. Each day the order in which the odor
sample tubes were attached to the odor chamber of the olfactometer was randomly
assigned to avoid position effects. At the end of the odor trials the olfactometer was
cleaned with 70% alcohol and left open to dry. The laboratory windows were completely
covered so daylight intensity or direction would not be a confounding factor in the
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experiment. Experiments started the fourth week of June and finished the first week of
September. Every testing day (i.e., five days per week) an average of about six unmated
female and male A. nolophanae (0-17 per day) and four unmated C. marginiventris (0-11
per day) were tested in the olfactometer between 1100 and 1400. A. nolophanae and C.
marginiventris adult wasps were taken from individual 473 ml clear plastic containers.
Each container had honey water and leaves from the same host-plant species from which
their respective hosts were collected. The age of the adult wasp, county of origin, host-
plant species of origin (i.e., the host-plant species from which the host of the tested
parasitoid was collected), room temperature, relative humidity, barometric pressure, the
odor chosen and the time elapsed before a choice was made were recorded. Sixty one A.
nolophanae parasitoids from PG County, 92 parasitoids from Washington County and
101 parasitoids from Garrett County were tested. Similarly, 52 C. marginiventris
parasitoids from PG County, 23 parasitoids from Washington County and 54 parasitoids
from Garrett County were tested. Parasitoids that did not choose within 15 minutes after
their introduction in the olfactometer chamber were considered unresponsive to the odors
provided. Each parasitoid was used only once. Data collected were used to determine if
there was an association between the plant species on which the parasitoid’s host fed and
the preference of the parasitoid to go towards the odor of that particular plant species or
host-plant complex. Pearson chi-square tests of equal proportions (SAS 1998) were
performed to determine preference for a particular odor in wasps associated with alfalfa
and soybean and Pearson chi-square tests of association (SAS 1998) were performed to
test if there was an association between parasitoid host-plant species and the number of
wasps that did show a response in the olfactometer. The time elapsed before a choice was
made was analyzed as a split plot design using Proc Mixed ANOVA (SAS 1998) using
county, host-plant species (i.e., host-plant species of origin) and gender as main effects.
Host- plant species was split within counties and gender was split within host-plant
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species. Data from both A. nolophanae and C. marginiventris were log transformed to fit
the assumptions of the analysis. The normality assumption was tested with the Shapiro-
Wilkinson test and plots of residuals versus predicted values were used to test for the
homogeneity of variance assumption. Due to the lack of C. marginiventris wasps from
alfalfa in Washington County, only data from PG and Garrett counties were considered
when analyzing the time elapsed before a choice was made in C. marginiventris.
RESULTS.
Effect of Host-Plant Species on Parasitoid Adult Mass and Longevity.
Adult Mass.
Overall, A. nolophanae wasps that parasitized the green cloverworm on alfalfa
had a significantly larger mass than A. nolophanae wasps that parasitized the green
cloverworm on soybean (F1,416=8.30; P=0.0042) (Figure 2. 4). Mean mass of adult female
A. nolophanae was significantly larger than that of male A. nolophanae (1.77 mg vs 1.24
mg respectively; F1,413=175.64; P<0.0001). No significant differences in adult mass were
observed among A. nolophanae wasps from different counties and no significant
interactions among site, host-plant species and wasp gender were observed (Table 2.1).
In contrast to A. nolophanae, mean adult mass of female and male C. marginiventris did
not significantly differ (Table 2. 2). Significant differences in adult mean mass were
observed among C. marginiventris from alfalfa and soybean only in PG county
(F1,161=5.26, P=0.0231). No significant differences in adult mean mass were observed
between C. marginiventris from alfalfa and soybean in the other two counties (F1,45=0.22,
P=0.6393 in Washington County and  F1,96=2.56, P=0.1132) (Figure 2. 5).
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Adult Longevity.
Mean adult longevity of female and male A. nolophanae did not significantly
differ (Table 2. 3). Differences in mean adult longevity of A. nolophanae attacking green
cloverworm larvae on different host-plant species varied among sites (i.e., there was a
significant site by host-plant interaction) (Table 2. 3). A. nolophanae associated with
alfalfa in PG County lived significantly longer than those associated with soybean
(F1,45=34.55, P<0.0001) (Figure 2. 6). Parasitoids from the two host-plants in Washington
and Garrett Counties, did not differ in their mean longevity (F1,108=3.11, P=0.0805 and
F1,65=0.10, P=0.7526 respectively) (Figure 2. 6).
Female C. marginiventris lived longer on average than male C. marginiventris
(Table 2. 4). As observed in A. nolophanae, there was a significant site by host-plant
interaction for C. marginiventris (Table 2. 4). Female C. marginiventris associated with
alfalfa lived longer on average than those associated with soybean in PG County
(F1,20=9.89, P=0.0051) but there were no significant differences in longevity among
soybean and alfalfa female parasitoids in Washington (F1,21=3.33, P=0.0822) or Garrett
Counties (F1,16=0.01, P=0.9171) (Figure 2. 7A). No significant differences were found in
mean adult longevity between alfalfa and soybean male C. marginiventris, in any of the
counties (F1,29=2.43, P=0.1296 in PG County; F1,9=1.23, P=0.2955 in Washington
County, and F1,43=0.16, P=0.6932 in Garrett County) (Figure 2. 7B).
Effect of Host-Plant Species in Percentage of Parasitism.
Percentage of Parasitism.
A. nolophanae wasps in PG County parasitized significantly more green
cloverworms in alfalfa than in soybean. This greater parasitism of the green cloverworm
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by A. nolophanae in alfalfa occurred in 2001, 2002 and 2003 (Figure 2. 8A). In
Washington and Garrett Counties parasitism was more variable from year to year. In
Washington County significantly more green cloverworms were parasitized in soybean
than in alfalfa in 2002 but the opposite occurred in 2003 (Figure 2. 8B ). In Garrett
County, no significant differences in percentage of parasitism were found among host
plants in 2002 but significantly more green cloverworms were parasitized in soybean
than in alfalfa in 2003 (Figure 2. 8C).  
For C. marginiventris there were no significant differences in percentage of
parasitism of the green cloverworm in alfalfa or soybean in PG County in 2001, 2002, or
2003 (Figure 2. 9A).  In Washington County there were no significant differences in
percentage of parasitism of hosts in alfalfa and soybean in 2002 but significantly higher
parasitism in soybean than in alfalfa in 2003 (Figure 2. 9B). Similarly, there were no
significant differences in percentage of parasitism by C. marginiventris in soybean and
alfalfa in Garrett County in 2002 but significantly greater parasitism in soybean in 2003
(Figure 2. 9C). 
Host Density Between Alfalfa and Soybean.
Differences in mean host density were found between alfalfa and soybean
individual plants in PG County (Figure 2. 10A). There were significantly more green
cloverworm larvae per mm2 of leaf per plant in soybean than in alfalfa (F1,56=16.84; P=
0.0001). However, because there were more alfalfa than soybean plants per unit of area,
no significant differences in host density were found when sampling alfalfa and soybean
fields with the same collection effort (T19= 0.50; P= 0.6211) (Figure 2. 10B).
Consequently, percentage of parasitism of the green cloverworm larvae by A. nolophanae
(X2=0.0142; DF=1; P=0.9051) and C. marginiventris (X2=0.0113 ; DF=1; P=0.9152) on
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soybean and alfalfa did not significantly differ (Figure 2. 10C and 2. 10D). This suggests
that percentage of parasitism was unlikely to be explained by differences in host
abundance between alfalfa and soybean plants.  
Host Quality in Alfalfa and Soybean.
Green cloverworm adult wet mass was highly correlated with green cloverworm
wet larval mass (R=0.84, P<0.0001) (Figure 2. 11) and wet and dry larval mass were also
highly correlated (Figure 2. 2). Thus, data on adult mass green cloverworm can be used
as an indicator of host quality for the parasitoids A. nolophanae and C. marginiventris.  
When all sampled individuals were considered, male green cloverworm adults
weighed significantly more on average, than female green cloverworms (42.83 mg vs
33.78 mg, respectively; F1, 265=40.89; P<0.0001) and mean adult mass varied from county
to county (Table 2. 5). Female green cloverworms associated with alfalfa did not differ
significantly in mean adult mass from female green cloverworms associated with soybean
in any of the sites (F1,46=0.03, P=0.8726 for PG County, F1,56=1.25, P=0.2677 for
Washington County and F1,41=0.18, P=0.6765 for Garrett County) (Figure 2. 12A).
Similarly, male green cloverworms from alfalfa and soybean did not differ significantly
in adult mass in any of the sites (F1,42=2.55, P=0.1179 for PG County, F1,45=0.18,
P=0.6775 for Washington County and F1,30=0.15, P=0.6974 for Garrett County) (Figure
2. 12B).
Host-Plant Odor Preferences.
Parasitoids can differ geographically in host searching behavioral traits (Althoff
and Thompson 2001). For this reason I analyzed parasitoid response to plant and host-
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plant complex odors by site. In A. nolophanae, no evidence for a preferential attraction to
any of the olfactometer odor sources was found in PG County wasps from alfalfa ( X2
=1.84; d.f.=3; P= 0.6687) or from soybean ( X2 =6.33; d.f.=3 ; P=0.0965) (Figure 2.
13A). Similarly, in Washington County no evidence for a preferential attraction to any of
the olfactometer odor sources was found in wasps from alfalfa ( X2 = 6.44; d.f.=3 ;
P=0.0919). However, Washington County wasps from soybean show preference towards
the soybean plus green cloverworm plus frass odor in the olfactometer ( X2 =29.34; d.f.=
3 ; P< 0.0001) (Figure 2. 13B). In Garrett County, wasps from alfalfa were preferentially
attracted to odors emitted by alfalfa plus green cloverworm plus frass (X2 =8.00 ; d.f.=3  ;
P=0.0460). In contrast, Garrett County wasps from soybean showed no preferential
attraction to any of the odor sources (X2 = 5.93; d.f.= 3 ; P= 0.1152) (Figure 2. 13C).
Thus, preference for the odor from which their hosts were reared is site dependent. In PG
County, no preferences were observed whereas in Washington County soybean wasps
preferred soybean and in Garrett County alfalfa wasps preferred alfalfa. 
No differences in the mean time that elapses before a choice is made were found
among A. nolophanae from different counties or from different host-plant species (Table
2. 6). However, female A. nolophanae regardless of site chose an odor in the olfactometer
significantly faster than male A. nolophanae (F1,196= 9.09; P=0.0029) (Figure 2. 14). No
significant differences in the proportion of wasps that chose an odor source and wasps
that did not respond to odors in the olfactometer were found between wasps from alfalfa
and soybean in any of the counties. Similarly, there were no gender- or site- based
differences in the proportion of wasps that chose an odor source and wasps that did not
respond to odors in the olfactometer. Overall, 82 % of the A. nolophanae wasps tested,
chose an odor source and 18% did not respond.   
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Cotesia marginiventris exhibited no preference for the odor of the plant on which
their hosts were reared, in any of the counties. I pooled the number of C. marginiventris 
that chose alfalfa odors alone with the number of wasps that chose the odor of alfalfa plus
green cloverworm plus frass in order to have sufficient numbers to perform the X2 tests.
The same was done for the odors associated with soybean. In PG County, C.
marginiventris did not preferentially respond to the odor of the plant species on which
their hosts were reared. Whether it was alfalfa  ( X2 =0.29; d.f.=1; P= 0.5930) or soybean
( X2 =0.13; d.f.=1 ; P=0.7237) (Figure 2. 15A). Similarly, in Washington County there
was no evidence for a preferential attraction to soybean among C. marginiventris that
emerged from hosts reared on soybean ( X2 = 0.25; d.f.=1 ; P=0.6171) (Figure 2. 15B).
Unfortunately, the reduced number of C. marginiventris collected from alfalfa in
Washington County in the year in which olfactometer experiments were conducted
prevented me from assessing the preference of alfalfa wasps in this County. In Garrett
County, C. marginiventris wasps from alfalfa were not preferentially attracted to alfalfa
odors (X2 =0.86 ; d.f.=1  ; P=0.3532), nor were wasps from soybean preferentially
attracted to soybean odors (X2 = 0.05; d.f.= 1 ; P= 0.8185) (Figure 2. 15C).
There were no differences in the mean time that elapsed prior to responses to a
particular odor among soybean or alfalfa C. marginiventris from different counties (Table
2. 7). However, as observed in A. nolophanae, regardless of site, female C.
marginiventris chose an odor in the olfactometer significantly faster (F1,84 =8.70;
P=0.0041) than male C. marginiventris (Figure 2. 16). There were no significant
differences in the proportion of wasps that chose an odor field and wasps that did not
show a response in the olfactometer whether wasps were from alfalfa or soybean, or
regardless of the site of origin or gender. Overall, 88 % of the C. marginiventris tested
chose an odor and 12% did not respond.   
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DISCUSSION.
Alfalfa produced hosts that in some way were better resources than those in
soybean for both A. nolophanae and C. marginiventris, as reflected in the longer mean
longevity, larger mean adult mass and greater parasitism observed in wasps associated
with alfalfa rather than soybean.  Thus, phenotypic differentiation occurred among wasps
of both parasitoid species, ovipositing in the same host species on two different host-
plant species. However, the magnitude and direction of differences were not consistent
based on crop or site. Host-plant species affected the generalist and the specialist
parasitoids in very similar ways. The fact that better performance in alfalfa than in
soybean was observed in A. nolophanae and C. marginiventris at PG and Washington
Counties but not at Garrett County may have been due to an interaction between the
abiotic and biotic conditions at these study sites.
The most significant difference between alfalfa and soybean A. nolophanae and
C. marginiventris was observed in adult longevity. In A. nolophanae the difference in
adult longevity between alfalfa and soybean wasps was observed in two out of three sites.
In C. marginiventris differences in adult longevity between alfalfa and soybean wasps
were observed in PG County and a trend resembling the pattern in PG County was also
observed in Washington County (Figure 2. 7). Small sample sizes in Washington County
C. marginiventris may be responsible for the lack of significance of this trend. Adult
longevity  reflects reproductive output (Coyle et al. 1999, Abe and Tahara 2003) and it is
an important fitness component. Long adult longevities provide parasitoids with higher
probabilities to find mates (Kraaijeveld and Van  Der Wel 1994) and allow them to
oviposit more eggs than short lived adults (Eliopoulos and Stathas 2005).
 Thus, the phenotypic differences found between alfalfa and soybean wasps in
both parasitoid species varied on a spatial scale, i.e., differed from site to site, suggesting
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that host plant advantage is strongly influenced by environmental factors. Abiotic
differences among sites may be responsible for the observed geographic differences in
the degree of phenotypic differentiation between alfalfa and soybean A. nolophanae and
C. marginiventris. Environmental gradients are expected to alter the relative effects of
host-plants and natural enemies on phytophagous insects (Hunter and Price 1992, Yames
and Boecklen 2005). Differences in temperature and precipitation exist among the chosen
study sites. The average temperatures for the months of June, July and August in the
years on which the present study was conducted were higher in PG and Washington
Counties (23.8 BC and 23.5  BC, respectively) than in Garrett County (19.8 BC). Average
precipitation for the months of June, July and August in Garrett County was the highest
(153 mm). Washington County had the lowest average precipitation on these months (87
mm) and PG County had intermediate levels of precipitation (119 mm). Differences in
abiotic variables among sites have been found to be responsible for differences in the
phenotype of other hymenopteran parasitoids. For instance, encapsulation of parasitoid
larvae by some of their hosts differs among environments differing in as little as 4BC
(Salt, 1963, Salt 1970, Lynn and Vinson 1977, Van Driesche et al. 1986, Nenon et al.
1988, Blumberg and Ferkovich 1994, Fellowes et al. 1999, Blumberg and Van Driesche
2001). Differences in the efficiency of parasitoid hosts at encapsulating parasitoid larvae
fed on different host-plant species may explain differences in perceived percentage of
successful parasitism among sites. Further, precipitation differences may also play a role.
Mollema (1988) has suggested that in dry climates Drosophila may be selected to have
thicker puparia to prevent dessication and as a result may invest more in the biochemical
pathways associated with melanin production. Melanin is involved in the encapsulation
process in insects (Beresky and Hall 1977, Brewer and Vinson 1971, Nappi 1973). There
is evidence for a positive geographic correlation between puparial thickness and
encapsulation in braconid parasitoids of drosophilid larvae (Kraaijeveld 1994).
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Moreover, Calatayud et al. (2002) have shown that water stress appears to enhance
encapsulation of encyrtid parasitoid eggs and larvae by Phenacoccus herreni Cox &
Williams (Homoptera: Pseudococcidae). Thus, differences in humidity across sites may
contribute to differences in the efficiency of host to encapsulate their parasitoid larvae.
Although only experimentation can resolve this issue, I hypothesize that it could be that
observed geographic differences in percentage of parasitism in the present study may be
due to differences in encapsulation strength resulting from the interaction of variables
such as temperature and precipitation with host-plant species (i.e., alfalfa and soybean).
In addition, other abiotic variables may influence other important physiological aspects
of parasitoid biology besides encapsulation. For example, both A. nolophanae and C.
marginiventris lived significantly less in Garrett County (the coldest and most humid
site) than in the other two counties. Thus, it is possible that differences in temperature
and precipitation levels could determine parasitoid adaptations to environments that
affect their longevity. 
Because both the braconid parasitoids I studied attack the same host species i.e.,
the green cloverworm, on alfalfa and on soybean, it seems that it is the host-plant species
on which green cloverworms feed that is mediating the observed difference in adult
longevity (and in the other fitness parameter discussed above) in both parasitoid species.
Different plant species contain different types and concentrations of nutrients and
secondary compounds. This difference in nutritional content may differentially affect
host species feeding on different host-plant species. For example, insect hosts feeding on
poor quality host-plants represent a poor quality resource for larval parasitoids and thus
may affect parasitoid fitness (Stadler and Mackauer 1996, Souissi and Le Rü 1998, Van
Huis and De Rooy 1998, Teder and Tammaru 2002). For many parasitoid species, host
quality is assumed to be determined by host size (Bernal et al. 1998, De Jong and Van
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Alphen 1989). In this study green cloverworm larvae did not differ in mass between
alfalfa and soybean at any of the study sites. However, differences in host quality that
were not reflected in host mass may still be present between larvae feeding on alfalfa and
larvae feeding on soybean due to difference in the secondary chemistry of their hosts’
host-plant (Godfray 1994), that are transferred to host tissues. The plants (and in
particular the secondary chemicals in those plants) on which parasitoid hosts feed can
affect parasitoid fitness (Kester and Barbosa 1994, Fox et al. 1996, Souissi and Le Rü
1998, Turlings and Benrey 1998, Eben et al.  2000). Thus, hosts of the same size may
still differ in quality (Harvey et al. 1995). Differences in the presence of allelochemicals
in host tissues that do not compromise the size of hosts may nevertheless impact
parasitoids that attack them (Sznajder and Harvey 2003, Hunter 2003).
Chemical differences between host-plant species may not only influence
parasitoid fitness components such as adult mass and adult longevity but also influence
percentage of parasitism of hosts feeding on these plants. For example, the presence of
nicotine may explain lower rates of parasitism of Manduca sexta (Lepidoptera:
Sphingidae) on tobacco than on other solanaceous plants (Morgan 1910, Gilmore 1938a,
1938b) or differential rates of parasitism of Manduca sexta on flue and burley tobacco
varieties (Thurston and Fox 1972), or on breeding lines containing high compared to low
nicotine concentrations (Thorpe and Barbosa 1986). Braman et al. (2004) have
hypothesized that differences in percentage of parasitism could be explained by
differences in the level of attraction to herbivore-damaged plants, more favorable plant
architecture for host location in susceptible plants or possible deterrence of host location
in the less susceptible plants. In addition, parasitoids may experience greater mortality in
hosts feeding on the more resistant plants (Campbell and Duffey 1979, Thurston and fox
1972, Barbosa et al. 1982, 1986, 1991).
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Differences in parasitoid fitness on different host-plant species at different study
sites did not correspond with parasitoid preference towards the plant species on which
parasitoids performed best in any of the parasitoid species studied. Unmated A.
nolophanae and C. marginiventris wasps did not prefer the odors from the host-plant
species on which they perform best at each site. Data from the present study show that
there is not an innate pre-mating behavioral tendency to respond to the odors of the plant
or host-plant complex with which these two wasp species had been associated. Other
studies have found similar results. For example, in choice tests the braconid parasitoid D.
longicaudata shows no significant preference for mango or grapefruit in wind tunnel
essays or in olfactometer trials. Nevertheless, host fruit significantly affect parasitoid
size, longevity and reproductive success (Eben et al. 2000). 
I did not find significant differences in A. nolophanae or C. marginiventris
attraction to host-plant odors by unmated male and females. Mated parasitoid females
might respond differently to plant odors than unmated females. Perhaps attraction to host-
plant species, host species or host-plant complexes that enhance fitness is triggered after
mating. In the present study, unmated individuals were used because I was interested in
testing for odor preferences that could potentially influence mating patterns which, in
turn, are likely to affect genotypic differentiation (see Chapter 3). There does not appear
to be a preference for a particular odor by either parasitoid gender prior to mating. Thus,
there are no reasons to assume that A. nolophanae or C. marginiventris might remain in
close proximity to the host-plant species from which they emerged. A. nolophanae and C.
marginiventris may fly away from the crop area from which they emerged to look for
mates and they may mate on a host-plant species different than the one of origin. The
probabilities of A. nolophanae and C. marginiventris emerging from a particular crop to
mate with wasps from the same crop seem to depend on their dispersal ability and
propensity more than on host-plant fidelity or their preference for staying around the 
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host-plant on which their host fed. 
 The sites picked for this study were chosen based on the relative ratio of
cultivated alfalfa versus soybean in the last 10 years. Thus, I expected a higher wasp
fitness on plants in areas were that plant had been more abundant, as has been observed
in other insects (Fox and Morrow 1981, Thompson 1994, Itami et al. 1998, Thomas and
Singer 1998). Contrary to this expectation, there was no obvious relationship between the
alfalfa: soybean ratios and the phenotypic differences  observed in alfalfa and soybean
wasps. Indeed, alfalfa was more favorable to parasitoids when the ratio indicated a high
level of soybean cultivation (e.g., in PG County) and a high historical abundance of
alfalfa (in Garrett County) was not reflected in higher fitness in alfalfa wasps. Thus,
factors other than the relative current and historical abundance of host-plant species fed
by herbivorous hosts must explain the better performance of alfalfa wasps in PG and
Washington Counties. The fact that the advantage of alfalfa over soybean was not
observed at all the study sites may also be explained by the alfalfa and soybean varieties
used at each site. The alfalfa and soybean varieties used in each of the three study sites
were different  The performance of various parasitoids may differ not only between crop
species but also between crop varieties or cultivars (Verkerk and Wright 1996).
Unlike most previous studies, the study system I chose allowed me to explore
phenotypic differentiation of a generalist and a specialist parasitoid ovipositing on the
same host species on two different host-plant species that co-occurred geographically.
This allowed me to test the role of host-plant on parasitoid fitness and the influence of
both host-plant species and geographic location. My observations and experiments enable
me to conclude that, host-plant species differentially affected parasitic Hymenoptera. It is
clear from this study that some differences in key fitness parameters among wasps
associated with these two crops exist and that the expression of these differences differ
spatially. Nevertheless, one might ask if observed phenotypic differences have resulted in
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genotypic differentiation in these parasitoid populations. Thus, in the next chapter I will
explore the role of host-plant species in the genetic differentiation of A. nolophanae and
C. marginiventris. To my knowledge no study has explored whether different host-plant
species (as a consequence of their direct and indirect influences) cause phenotypic
differentiation in parasitoids by determining and comparing the genetic profile and
phenotypic profile of the exact same individuals.
.
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Table 2. 1. Results of the ANOVA for A. nolophanae adult mass. Adult mass data were
analyzed as a split plot design. Site was split by host-plant and host-plant was split by
gender. The first number in the degrees of freedom column, df, represents the
numerator df and the second number represents the denominator df. 
 
_________________________________________________________________
ANOVA
_________________________________________________________________
Source of variation                    df              F                  P   
_________________________________________________________________
Site                                           2,     4        0.08           0.9281
Host-plant                                1, 416         8.30          0.0042  
Gender                                     1, 413     175.64         <0.0001
Site*Host-plant                        2, 415         0.59          0.5540
Site*Gender                             2, 413         2.46          0.0869  
Host-plant*Gender                  1, 413         0.12          0.7265  
Site*Host-plant*Gender          2, 413         0.97          0.3813
___________________________________________________________________
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Table 2. 2. Results of the ANOVA for C. marginiventris adult mass. Adult mass data
were analyzed as a split plot design. Site was split by host-plant and host-plant was
split by gender. The first number in the degrees of freedom column, df, represents the
numerator df and the second number represents the denominator df. 
 
_________________________________________________________________
ANOVA
_________________________________________________________________
Source of variation                    df                  F                  P   
_________________________________________________________________
Site                                            2, 296          2.75            0.0655
Host-plant                                 1, 296          0.29            0.5930
Gender                                      1, 296          1.09            0.2962
Site*Host-plant                         2, 296          3.42            0.0339
Site*Gender                              2, 296          0.53            0.5864  
Host-plant*Gender                   1, 296          0.18            0.6711
Site*Host-plant*Gender           2, 296          0.25            0.7782
__________________________________________________________________
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Table 2. 3. Results of the ANOVA for A. nolophanae adult longevity. Adult longevity
data were analyzed as a split plot design. Site was split by host-plant and host-plant was
split by gender. The first number in the degrees of freedom column, df, represents the
numerator df and the second number represents the denominator df. 
 
_________________________________________________________________
ANOVA
_________________________________________________________________
Source of variation                    df                  F                P   
_________________________________________________________________
Site                                            2, 212         13.93      < 0.0001
Host-plant                                 1, 212         26.46      < 0.0001
Gender                                      1, 212           2.15          0.1436
Site*Host-plant                         2, 212         10.92       <0.0001
Site*Gender                              2, 212           2.30          0.1024  
Host-plant*Gender                   1, 212            1.40         0.2383 
Site*Host-plant*Gender           2, 212            0.96         0.3840
___________________________________________________________________
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Table 2. 4. Results of the ANOVA for C. marginiventris adult longevity. Adult
longevity data were analyzed as a split plot design. Site was split by host-plant and
host-plant was split by gender. The first number in the degrees of freedom column, df,
represents the numerator df and the second number represents the denominator df. 
 
_________________________________________________________________
ANOVA
_________________________________________________________________
Source of variation                       df                    F                 P   
_________________________________________________________________
Site                                             2, 138            14.80       < 0.0001
Host-plant                                  1, 138             13.73          0.0003 
Gender                                       1, 138               7.38          0.0074
Site*Host-plant                          2, 138               4 .92         0.0087
Site*Gender                               2, 138                0.01         0.9857  
Host-plant*Gender                    1, 138                 1.91         0.1697
Site*Host-plant*Gender            2, 138                1.44          0.2416
___________________________________________________________________
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Table 2. 5. Results of the ANOVA for green cloverworm adult mass. Adult mass data
were analyzed as a split plot design. Site was split by host-plant and host-plant was
split by gender. The first number in the degrees of freedom column, df, represents the
numerator df and the second number represents the denominator df. 
 
_________________________________________________________________
ANOVA
_________________________________________________________________
Source of variation                    df                   F                  P   
_________________________________________________________________
Site                                           2, 266            4.81          0.0089
Host-plant                                1, 266            0.00          0.9889 
Gender                                     1, 266          40.89        <0.0001
Site*Host-plant                        2, 266            0.92          0.4009
Site*Gender                             2, 266            0.30          0.7385  
Host-plant*Gender                  1, 266            1.50          0.2214
Site*Host-plant*Gender          2, 266            0.58          0.5602
___________________________________________________________________
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Table 2. 6. Results of the ANOVA for the time elapsed prior to A. nolophanae
response to odors in the olfactometer. The data were analyzed as a split plot design.
Site was split by host-plant and host-plant was split by gender. The first number in the
degrees of freedom column, df, represents the numerator df and the second number
represents the denominator df. 
 
_________________________________________________________________
ANOVA
_________________________________________________________________
Source of variation                    df                  F                  P   
_________________________________________________________________
Site                                           2, 196          2.03           0.1335             
Host-plant                                1, 196          2.30           0.1310
Gender                                     1, 196          9.09           0.0029
Site*Host-plant                        2, 196          1.30           0.2755 
Site*Gender                             2, 196          1.88           0.1547 
Host-plant*Gender                  1, 196          3.01           0.0842
Site*Host-plant*Gender          2, 196          0.19           0.8256
__________________________________________________________________
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Table 2. 7. Results of the ANOVA for the time elapsed prior to C. marginiventris 
response to odors in the olfactometer. The data were analyzed as a split plot design.
Site was split by host-plant and host-plant was split by gender. The first number in the
degrees of freedom column, df, represents the numerator df and the second number
represents the denominator df. 
 
_________________________________________________________________
ANOVA
_________________________________________________________________
Source of variation                    df                 F                 P   
_________________________________________________________________
Site                                          1, 84             2.65            0.1070             
 
Host-plant                               1, 84             1.21            0.2749  
 
Gender                                    1, 84          8.70            0.0041
Site*Host-plant                       1, 84          0.53            0.4668 
Site*Gender                            1, 84             0.00            0.9701
Host-plant*Gender                 1, 84             1.19            0.2787
Site*Host-plant*Gender         1, 84             2.80            0.0980  
__________________________________________________________________
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Figure 2. 1. Correlation between adult parasitoid wet and dry mass. A. Aleiodes
nolophanae B.  Cotesia marginiventris. Wet adult mass was a good predictor of dry
adult mass in both parasitoid species.
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Figure 2. 2. Correlation between green cloverworm larval wet and dry mass. 
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Chamber
Flowmeter
Vacuum
Air Filter
Odor sample Water
Figure 2. 3.  Four armed olfactomer (Vet et al. 1983). Air is extracted by vacuuming
air through a tube attached to the chamber. Air enters the system and passes through a
carbon air filter and then through a flowmeter that regulates air flow. Air then goes to a
tube with distilled water were the air is humidified and then it passes through the odor
sample tube. An empty tube is placed in the system to keep parasitoids from getting
into the odor sample tube if they walked out of the chamber. Inside the chamber four
defined odor fields are generated. For clarity only one of the four arms of the
olfactometer is depicted.   
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Figure 2. 4. Aleiodes nolophanae adult mass. Overall, alfalfa wasps had a significantly
larger mean adult mass than soybean wasps (F1,416=8.30; P=0.0042). Female wasps
were significantly larger than male wasps (F1,413=175.64; P<0.0001). A. Female A.
nolophanae adult mass. B. Male A. nolophanae adult mass. Sample size within
columns. Bars represent SE of the mean.
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Figure 2. 5. Cotesia marginiventris adult mass. Significant differences in adult mass
between alfalfa and soybean wasps were observed only in PG county. * = Significant
difference (P<0.05) between adjacent columns,  n.s.= non significant differences
adjacent columns (P>0.05). Sample size within columns. Bars represent SE of the
mean.
74
PG Washington Garrett
0
6
12
18
24
30
Alfalfa Soybean
 
                           
                              
Figure 2. 6.  Aleiodes nolophanae adult longevity. Alfalfa adult wasps in PG and
Washington county lived significantly longer than soybean wasps. No significant
differences in longevity between alfalfa and soybean wasps were observed in Garrett
county. Different letters represent significant differences (P<0.05) between columns
based on Tukey-Kramer test. Sample size within columns. Bars represent SE of the
mean. 
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Figure 2. 7. A. Female C. marginiventris adult longevity. Female alfalfa  wasps in PG
county lived significantly longer than soybean wasps. No significant differences in
longevity between alfalfa and soybean wasps were observed in Washington or Garrett
county. B. Male C. nolophanae adult longevity. No significant differences in adult
longevity were found between alfalfa and soybean wasps in any of the counties
studied.** represents significant differences between alfalfa and soybean wasps
(P<0.01). n.s.= no significant differences (P>0.05). Sample size within columns. Bars
represent SE of the mean. 
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Figure 2. 8. Percent parasitism in A. nolophanae. A. In PG county significantly more
parasitism occurred in alfalfa than in soybean in 2001 (X2= 20.69; d.f.=1; P<0.0001),
2002 ( X2= 36.42; d.f.=1; P<0.0001) and 2003 (X2=21.84; d.f.=1; P<0.0001). B. In
Washington county significantly more parasitism occurred in soybean than in alfalfa in
2002 ( X2=5.11; d.f.=1; P=0.0238). In 2003 the opposite pattern occurred (X2=5.04;
d.f.=1; P=0.0247). C. In Garrett county no significant differences in parasitism in
alfalfa versus soybean were observed in 2002 (X2=1.27; d.f.=1; P=0.26). In 2003
significantly more parasitism occurred in soybean than in alfalfa (X2=30.83; d.f=1;
P<0.0001). * = P<0.05; ** = P<0.01; n.s.= non significance. Total  number of green
clover worm larvae (i.e. parasitized and non parasitized) in parentheses.
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Figure 2. 9. Percent parasitism in C. marginiventris. A. In PG county no significant
differences in parasitism in alfalfa versus soybean were observed in 2001 (X2= 3.27;
P=0.0703), 2002 ( X2=0.09 P=0.7651) and 2003 (X2=0.2152; P=0.6428). B. In
Washington county no significant differences in parasitism between alfalfa and soybean
were found in 2002 (X2=0.1227; P=0.7634). In 2003 significantly more parasitism
occurred in soybean than in alfalfa (X2=22.61; P<0.0001).C. In Garrett county no
significant differences in parasitism were observed in 2002 (X2=2.13; P=0.1448). In
2003 significantly more parasitism occurred in soybean than in alfalfa (X2=17.05;
P<0.0001). ** = P<0.01; n.s. = non significance. Total  number of green clover worm
larvae (i.e. parasitized and non parasitized) in parentheses.
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Figure 2. 10. A. Green cloverworm densitiy between alfalfa and soybean plants B.
Green cloverworm numbers between alfalfa and soybean fields C. Percent parasitism by
A. nolophanae in alfalfa and soybean D. Percent parasitism by C. marginiventris in
alfalfa and soybean. Significantly more green cloverworm larvae per plant were found in
soybean than in alfalfa plants (A). However, no significant differences in the number of
green cloverworm found among alfalfa and soybean fields was found (B). Consequently,
no significant differences in percent parasitism by A. nolophanae (B) and C.
marginiventris (C) were found between alfalfa and soybean, suggesting than percent
parasitism is not determined by differences in host densities between these two plants.
Sample sizes within parentheses. Bars represent SE of the mean.
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Figure 2. 11. Correlation between adult green cloverworm mass and larval green
cloverworm mass. Due to the significant correlation between these two variables, adult
green cloverworm mass can be used as an indicator of host quality for the parasitoids  A.
nolophanae and C. marginiventris. 
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Figure 2. 12. A. Female green cloverworm adult mass. No significant differences in
adult mass between alfalfa and soybean green cloverworms were observed in PG,
Washington or Garrett counties. B. Male green cloverworm adult mass. No significant
differences in adult mass between alfalfa and soybean green cloverworms were observed
in PG, Washington or Garrett counties. n.s. = non significant differences between
adjacent columns (P>0.05). Sample size within columns. Bars represent SE of the mean.
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Figure 2. 13.  Aleiodes nolophanae odor choices. Labels in the x-axis refer to the host
plant from which the parasitoid was reared (i.e. the host plant from which the
parasitoid’s host fed) and the length of each section (odor source) represents the
proportion of all wasps that chose the odor (i.e., soybean plus green cloverworm plus
frass, soybean, alfalfa plus green cloverworm plus frass and alfalfa). A. In PG county,
no preference for any particular odor was observed in alfalfa (P=0.6687; N=19) or
soybean wasps (P=0.0965; N=27). B. In Washington county no preference was observed
in alfalfa (P=0.0919; N=36) but preference for soybean plus green cloverworm plus
frass odor was observed in soybean wasps (P<0.001; N=41) C. In Garrett county no
preference was observed in soybean wasps (P=0.1152; N=41) but a preference for
alfalfa plus green cloverworm plus frass was observed in alfalfa waps (P=0.0460;
N=44). Alf=alfalfa, Soy=soybean, Larv= Larvae. 
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Figure 2. 14. Time elapsed before A. nolophanae chooses an odor in the olfactometer.
Female wasps took a decision significantly faster than male wasps (F1,196= 9.09,
P=0.0029). Bars represent standard error of the mean. Sample size within columns.
83
0%
20%
40%
60%
80%
100%
0%
20%
40%
60%
80%
100% Alfalfa
Soybean
Alf wasps Soy wasps
0%
20%
40%
60%
80%
100%
C
ho
se
n 
od
or
 fi
el
d
B
C
A
                                
Figure 2. 15.  Cotesia marginiventris odor choices. Labels in the x-axis refer to the host
plant from which the parasitoid was reared (i.e. the host plant from which the
parasitoid’s host fed) and the length of each section (odor source) represents the
proportion of all wasps that chose the odor (i.e., alfalfa or soybean). Due to small sample
sizes the proportion of wasps that chose alfalfa and the proportion of wasps that chose
alfalfa plus green cloverworm plus frass were pooled together. The same was done for
soybean odors. A. In PG county, no preference for any particular odor was observed in
alfalfa (P=0.5930; N=14) or soybean wasps (P=0.7237; N=32). B. In Washington
county, no preference was observed in soybean wasps (P=0.6171; N=18). No alfalfa
wasps were available for the olfactometer test in Washington county. C. In Garrett
county, no preference for any particular odor was observed in alfalfa (P=0.3532; N=29)
or soybean wasps (P=0.8185; N=19). Alf= Alfalfa; Soy=Soybean.
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Figure 2. 16. Time elapsed before C. marginiventris chooses an odor field in the
olfactometer. Female wasps took a decision significantly faster than male wasps (F1,84=
8.70, P=0.0041). Bars represent standard error of the mean. Sample size within columns.
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CHAPTER 3:
The Role of Host-Plant Species in the Genotypic Differentiation of Sympatric
Populations of Hymenopteran Parasitoids
INTRODUCTION.
Host-plant based genetic differentiation has been demonstrated among sympatric
populations of several insect herbivore species (Fox and Morrow 1981, Tavormina 1982,
Gould 1983, Jaenike and Grimaldi 1983, Mitter and Futuyma 1983, Futuyma et al. 1984,
Via 1984a, 1984b, Futuyma and Peterson 1985, McPheron et al. 1988, Pashley 1986,
Feder et al. 1990, Via 1991a, Carroll et al. 1997, Via 1999, Hufbauer and Via 1999,
Haack et al. 2000). For some insects, genetic differentiation of populations associated
with different host-plant species has been established based on observed differences at
several loci. Examples include the apple maggot fly Rhagoletis pomonella Walsh
(Diptera: Tephritidae) (Feder et al. 2003a), the goldenrod gall maker Eurosta solidaginis
Fitch (Diptera: Tephritidae) (Craig et al. 1993) and several aphid species (Via 1999,
2001, Haack et al. 2000, Via et al. 2000, Lushai et al. 2002).
 The role of host-plant species in the genetic differentiation of herbivorous insects
such as R. pomonella, E. solidaginis and several aphid species suggests that host-plant
species may promote genetic differentiation in parasitic Hymenoptera as well. Little is
known about the role of host-plant species as agents of phenotypic differentiation in
hymenopteran parasitoids  (But see Kester and Barbosa 1994, Fox et al. 1996, Souissi
and Le Rü 1998, Sznajder and Harvey 2003, Campan and Benrey 2004). However, even
less is known about the role of host-plant species as agents of genetic differentiation in
parasitic Hymenoptera. Genetic differences in key fitness parameters among parasitoid
populations attacking host herbivore species on different host-plant species have been
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suggested (Kester and Barbosa 1994, Vaughn and Antolin 1998, Van Nouhuys and Via
1999) and there is evidence that genetic differentiation could be driven by the host
substrate (and perhaps host-plant species) in some parasitoid species (Vet et al. 1984).
The important role that plants play in parasitoid ecology makes genetic
differentiation in conspecific parasitoids associated with different host-plant species a
plausible scenario. If among parasitoid populations, attacking herbivorous host on
different host-plant species, host fidelity and/or assortative mating are associated with
increased fitness then genetic differentiation may occur. Differentiation may occur not
only at loci associated with traits under selection but also at neutral markers occurring
across the entire genome (Johnson et al. 1996, Via 1999). Vaughn and Antolin (1998)
provide an example of genetic differentiation at neutral markers among sympatric
parasitoid conspecifics attacking different host-plant complexes. However, no study has
explored the effect that different host-plant species, fed on by the same host herbivore
species, has on the genetic differentiation of neutral genetic variation in parasitic
Hymenoptera. In the present study, the exact same individuals from whom I determined
phenotypic differentiation (see Chapter 2) were used to determine the occurrence of
genotypic differentiation due to the host-plant in which herbivore hosts occurred.
Generalist and specialist parasitoids experience different selective pressures
(Campan and Benrey 2004). Thus, the strength of the effect of host-plant species on
genetic differentiation may differ between specialist and generalist parasitoids. Thus, in
this study the role of host-plant species on genetic differentiation was explored in a
generalist and in a specialist parasitoid from the same family (i.e., Braconidae). In the
present section, I review data on the influence of host-plant species on the biology of
parasitic Hymenoptera. In addition, I discuss the reasons why parasitic Hymenoptera
should have a high likelihood of differentiating genetically. Following this discussion I 
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provide arguments justifying the study of genetic differentiation at different locations and
the use of AFLP as the molecular marker for detecting genetic differentiation. 
Hymenopteran parasitoids are tightly linked to the host-plant species on which
their hosts occur (Godfray 1994) and thus, it is not unreasonable to assume the possibility
of genetic differentiation among populations on different host-plant species. Physical
factors (e.g., silhouette, contrast, color, leaf texture, plant architecture, etc.) (Price 1981)
and chemical traits (Vet and Dicke 1992, Turlings et al. 1993, Rutledge 1996, Poppy et
al. 1997, Powell et al. 1998) of host-plants are important host finding cues for parasitoids.
Hymenopteran parasitoids often locate their hosts by first orienting to physical and/or
chemical host-plant cues or host substrate cues (e.g., those used by parasitoids of
drosophilid flies that orient to rotten organic material) (Vet 1983). Chemical
characteristics from both host-plants (i.e., plant volatile compounds) and herbivore hosts 
(e.g., frass, honeydew) may be critical in host finding by parasitoids (Hassell and
Southwood 1978, Godfray 1994). Thus, the specificity of parasitoid responses to diverse
morphological and chemical cues can occur as a response to host-plant cues, host cues, or
both (Vet and Dicke 1992, Van Driesche and Bellows 1996). Thus, in many parasitoids,
odors from both the host and host-plant affect habitat preferences after emergence (Read
et al. 1970, Arthur et al. 1972, Honda and Walker 1996, Monge and Cortesero 1996).  
The central role played by host-plant species in parasitoid ecology may promote
specialized host searching and parasitizing behaviors on different host-plant species.
There are several examples of parasitoid females being attracted to the host-plant of their
hosts rather than to the hosts themselves (Hassell and Southwood 1978). Further, certain
parasitic Hymenoptera are capable of developing on a host only when the host is feeding
on particular host-plant species in the host-plant range of the herbivore (Price et al. 1980,
Vet and Dicke 1992). Preferences for host-plant species may be learned (Kester and 
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Barbosa 1994) or inherited (Barbosa et al. 1990) and may lead to reproductive isolation
of conspecific parasitoids associated with different odors (Vaughn and Antolin 1998).
Therefore, host-plant specific parasitoid strains or populations may result from a
combination of selection pressures on physiological, ecological and behavioral 
traits of parasitoids attacking hosts on different host-plant species (Kester and Barbosa
1994, Potting et al. 1997).
Parasitic hymenoptera present a series of characteristics that make them good
candidates with which to explore genetic differentiation. Traits such as their close
association with their hosts and host-plants (Boulétreau 1986, Henter 1995) and their
potential low dispersal rates (Vaughn and Antolin 1998) may provide the reproductive
isolation that can contribute to the genetic differentiation in parasitoids attacking hosts on
different host-plant species. Further, many parasitoids species mate shortly after
emergence (Hassell and Godfray 1992) and do so at the emergence site (often the host-
plant) (Godfray 1994), thus  increasing the likelihood that members of one family mate
among themselves (Askew 1968, Hassell and Godfray 1992). Sibling mating influences
population differentiation by reducing the effective population size and by increasing the
rate at which genetic drift could lead to reproductive isolation (Unruh and Messing 1993,
Conner and Hartl 2004). Finally, hymenopteran parasitoids’ haplodiploidy may influence
the speed of incipient genetic differentiation because the rate at which favorable
mutations are fixed is assumed to be higher in haplodiploid species than in diploid
species (Hartl 1972, Crozier 1985).  All these traits, suggest that intraspecific genetic
differences in parasitoid populations utilizing hosts on different host-plant species is
highly likely. If genetic differentiation occurs, not only in loci involved in parasitoid’s
performance when associated with different resources (i.e., host, host-plant, or host-plant
complex) but also in loci associated with mating and oviposition preferences for a 
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particular host, host-plant or host-plant complex, then reproductive isolation in sympatry
may promote genetic differentiation across the entire parasitoid’s genome (Rank 1992,
Feder et al. 1998, Vaughn and Antolin 1998).
Although plants have important direct and indirect effects on parasitoids, the
spatial patterns associated with parasitoid populations (i.e., how close they are to each
other) may have a significant impact on gene flow and thus on genetic differentiation.
Genetic differentiation among sympatric parasitoid conspecifics associated with different
host-plant species may be observed at individual loci involved in selection for traits
associated with the use of hosts in these different plant species (e.g., ability to detect
specific plant volatiles, ovipositor length, etc) (Hufbauer and Via 1999) or it may be the
result of indirect selection on correlated loci (Conner and Hartl 2004, Via 1999). If gene
flow among individual parasitoids attacking hosts on different host-plant species is low,
then the effects of genetic drift acting on the entire genome will generate genetic
differentiation at all the parasitoid  loci (Hartl and Clark 1997, Conner and Hartl 2004).
Genetic differentiation acting on genomic-wide loci may occur if conspecific parasitoids
using different resources are reproductively isolated in allopatry or by distance (Slatkin
1993, Johannesen and Seitz 2003), isolated in time (as occurs in some herbivorous
insects; see Bush 1969, Futuyma and Peterson 1985), or in sympatry, if reproductively
isolation is due to ecological specialization (Futuyma et al. 1984, Abrahamson and Weis
1997).
Although, typically, genetic differentiation has been associated with
geographically isolated or distant populations (Mayr 1982, Mc Cauley 1991, Finston and
Peck 1995) genetic differentiation among conspecific hymenopteran parasitoids also can
occur in sympatry if  differential selection by host species and/or host-plant species, acts
on loci involved in preference for a particular host-plant and/or herbivorous host species 
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(Smith 1966, Cavener 1979, Gelfand and McDonald 1980, Futuyma et al. 1984, Via
1990, Hawthorne and Via 2001) or if individuals within populations remain associated 
with the population of origin by means of low dispersal (Mopper et al. 1995, Stiling and
Rossi 1998). If a preference to remain associated with a particular host-plant species
exists, then reproductive isolation of conspecific parasitoids using different host-plant
species may occur in sympatry (Wood 1980, Wood and Guttman 1982, Diehl and Bush
1989).
The extent to which host-plant species may influence genetic differentiation of
parasitic Hymenoptera can vary geographically. Geographic variation in patterns of
genetic differentiation has been observed in herbivorous insects and their host-plants and
in parasitoids and their herbivorous hosts (Boulétreau 1986, Kraaijeveld and Van Alphen
1994, Itami et al. 1998, Thomas and Singer 1998, Althoff and Thompson 2001). Among
the major causes modulating the pattern of genetic differentiation among conspecific
individuals associated with different host or host-plant species in different geographic
regions are differences in selective pressures at different sites. These selective pressures
could be abiotic, such as differences in climate (Crouau-Roy 1989, Karan and Parkash
1998, Holmstrup and Loeschcke 2003) or biotic, such as differences in host-plant
abundance (Thompson 1994, Itami et al. 1998, Thomas and Singer 1998) host availability
(Kraaijeveld and Van der Wel 1994) and/or presence of competitors (Kraaijeveld et al.
1994). 
Finding genetic differences among individuals from different populations can be
done following a quantitative genetics approach, through crossing experiments or
through the use of clones (Pashley 1988, Via 1989, 1991b, Henter 1995, Henter and Via
1995) or by exploring genetic variation at a few loci or at several loci (by using
allozymes and molecular markers) (Futuyma et al. 1984, McPheron et al. 1988, Guttman
et al. 1981, 
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Guttman et al. 1989, Navajas et al. 2000, Lushai et al. 2002, Salvato et al. 2002, Feder et
al. 2003a, 2003b). Some parasitoid species, such as one of the two parasitoids studied 
here, are difficult to rear and to mate in the laboratory and thus crossing experiments are
impossible to perform. The development of molecular techniques has made possible the
identification of intraspecific genetic differences among individuals from different
populations without the need to perform crossing experiments (Slatkin 1987). One of
those molecular techniques involves the use of amplified fragment length polymorphisms
or AFLP (Vos et al. 1995). This technique is ideal when nothing is known about the
genome of the focus species (Busch et al. 2000, Hawthorne 2001), as it is the case in
most parasitoid species. AFLP, simultaneously generates fragments from many genomic
sites that are separated by gel electrophoresis and scored as dominant markers. AFLP
banding patterns can then be grouped using cluster analysis techniques (Saunders et al.
2001).
In the present chapter, I will focus on the influence of host-plant species in the
genetic differentiation of populations of the specialist parasitoid  Aleiodes nolophanae
Ashmead (Hymenoptera: Braconidae) and the generalist parasitoid Cotesia
marginiventris Cresson (Hymenoptera: Braconidae). Both parasitoid species are the most
abundant parasitoids of the green cloverworm, Plathypena scabra Fabricius
(Lepidoptera: Noctuidae), on alfalfa and soybean in Maryland. Most of the traits that
make parasitoid species good candidates to study genetic differentiation are present in A.
nolophanae and C. marginiventris. They are both closely associated to their host-plants.
The specialist parasitoid A. nolophanae, only parasitizes the green cloverworm on
herbaceous legumes (Marsh 1979, Covell 1984, Johnson and Lyon 1991) and although C.
marginiventris uses dozens of host species that occur on abundant, widespread host-
plant species (i.e., wild and cultivated species of grasses and herbs) (Carlson 1979, Marsh 
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1979) it has been reported to show a strong post-mating attraction to volatiles released by
the host-plants of its hosts (Turlings et al. 1991). A. nolophanae and C. marginiventris
mate shortly after emergence (Lentz and Pedigo 1973, Boling and Pitre 1970) and they
are both haplodiploid.
 To test if the association with different host-plant species results in parasitoid
genetic differentiation, I determined if individuals of populations of A. nolophanae and
C. marginiventris ovipositing green cloverworm larvae on alfalfa exhibited different
AFLP fingerprints than individuals of populations of A. nolophanae and C.
marginiventris ovipositing in green cloverworms on soybean. To explore if genetic
differentiation among parasitoids associated with different host-plant species varied
spatially and with the historical occurrence of each host-plant species, genotypic
differentiation between alfalfa and soybean parasitoids was tested in three counties that
differed in the historical ratio of alfalfa and soybean cultivation. 
            METHODS.
If reproductive isolation is present in parasitoids ovipositing on hosts on different
host-plant species, differences in the genome should be present at several loci. Thus,
AFLP were used to visualize potential genetic differentiation due to host-plant species at
the genomic level. To determine if populations of A. nolophanae and C. marginiventris
ovipositing in green cloverworms on alfalfa were genetically different from populations
of A. nolophanae and C. marginiventris ovipositing P. scabra on soybean, AFLP
fingerprints from wasp populations associated with these two plant species were
compared using cluster analysis. For a description of the study organisms, the study site
and the collection and rearing procedures refer to Chapter 2.  
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DNA Extraction and AFLP markers.
In order to obtain AFLP markers, DNA was extracted from frozen (-80 BC)
individual wasps using Qiagen DNEasy Tissue Kit (QIAGEN Inc., Valencia, CA) 
following the manufacturer recommended protocol for animal tissue (Qiagen 2002). Final
elution was in 100 uL of the supplied buffer AE. A. nolophanae and C. marginiventris
AFLP markers (Vos et al. 1995) were obtained using components from various
commercial AFLP kits. Digestion of genomic DNA by the restriction enzymes EcoRI and
MseI and ligation of oligonucleotide adaptors compatible with these endonucleases were
acomplished in a single reaction mixture of 11 uL. Final concentration of reagents were:
50 mM Tris-HCL (pH 7.5), 10 mM MgCl2, 10mM dithiothreitol, 1mM ATP, 25.5 ug/ml
bovine serum albumin, 5 mM NaCL, 45 uL/ml MseI (900 U/mL of New England
Biochemical 525CL), 45 uL/mL of EcoRI (4500 U/mL of NEB 101 CL), 30 uL/mL T4
ligase (6.1 x 105 Cohesive End Units/mL or 6700 U/reaction, of NEB 202 CL). Each 11-
uL reaction aliquot contained approximately 200 ng of template DNA (at a final
concentration 20 ug/L) in addition to EcoRI and MseI adaptor pairs, at concentrations 
recommended by the manufacturer. Prior to each use, the adaptor pairs were preheated to
95 BC for 5 minutes, then allowed to cool slowly, over a ten-minute period to room
temperature. The mixture was incubated overnight at room temperature so that template
DNA was completely digested. Then each reaction was diluted to 1:18 (11 uL + 189 uL)
with 15 mM Tris (pH 8.0), 0.1 mM EDTA.
Preselective PCR amplification was performed using the Applied Biosystems
AFLP kit. The 20 uL reaction contained 4 uL of the diluted restricted/ligated DNA and
16 uL of a mixture with 1 uL of EcoRI+A and MseI+C AFLP pre-selective primers with
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15uL of AFLP core mix. The PCR protocol for the pre-selective amplification was: 95 BC
for 1 minute followed by 20 repetitive cycles of 95 BC for 10 seconds, 56 BC  for 30 
seconds, and 72  BC  for 1 minute 30 seconds with a final hold at 75 BC  for five minutes.
All samples were stored at 4 BC  following amplification on a GeneAmp 9700 PCR
system (Applied Biosystems). The amplified product was diluted 20-fold using 15nM
Tris-HCl buffer (pH 8.0) containing 0.1 mM EDTA.
For selective PCR amplification of restriction fragments, custom primers were
prepared for recognition of EcoRI and MseI adaptors. The EcoRI selective amplification
primer had a sequence of 5'-GACTGCGTACCAATTCA*NN. For recognition of the
MseI adaptor on the other side of the DNA fragment, primers were synthesized with a
sequence of 5'- GATGAGTCCTGAGTAAC*NN. The A* and C* bases represent bases
selected for primers in the initial pre-selective amplification and the N’s represent user-
selected bases amplified in the second selective PCR amplification. I used the subset of
64 primer combinations provided in commercial AFLP kits made by either Life
Technologies or Applied Biosystems. Fragments were visualized by attaching a D4
WellREDTM dye to the 5' end of each EcoRI selective amplification primer with no
modification made to the MseI primer.
The second, selective, PCR amplification reaction requires a DNA template form
the pre-selective PCR reaction, Taq polymerase, dNTPs, a dye-labeled primer as
described above, and the standard buffers and salts optimized for the reaction. The PCR
reaction mixture consists of 15 uL AFLP reaction buffer (Applied Biosystems AFLP kit),
1 uL Eco RI selective primer which is dye labeled and contains 3 user-selected
nucleotides, 1 uL MseI selective primer without label that contains 3 user-selected
nucleotides  (at 5 uM to give final 0.25 uM final concentration), and finally 3 uL of
diluted amplified product from pre-selective amplification. 
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The PCR protocol for the selected amplification consisted of an initial warm-up at 95 BC 
for 30 seconds , twelve cycles of 95 BC  for 10 seconds, 65 BC  for 40 seconds with a
lowering of 0.7  BC  per cycle, 72 BC  for 1 minute 30 seconds, followed by 35 cycles of 
95 BC for 11 seconds, 56 BC  for 40 seconds, 72 BC  for one minute 30 seconds and finally
a hold of 75 BC  for 5 minutes before storing the samples at 4 BC.
To prepare DNA fragments for separation by capillary electrophoresis, sample
loading solution was prepared with a 400-base pair (bp) DNA size standard labeled with
WellREDTM (dye D1 (approximately 100:1) Beckman Coulter 608082 and 608098). This
solution was thoroughly mixed by vortexing for a minimum of 2 minutes. A 30 uL
aliquot of this cocktail was added to 1.0 uL of the selective amplification product. Each
well was overlaid with a drop of Sigma mineral oil (M5904) and samples were analyzed
in the CEQ 8000 from Beckman Coulter. 
AFLP Analysis.
The CEQ 8000 analyzes samples by electrophoresing DNA fragments through a
capillary. A laser reader determines the size in base pairs (bp) of each fragment and
arrange the different fragment by size and by fluorescence in an electropherogram (i.e., a
graph on which DNA fragments of different sizes are visualized as peaks, see Figure 3.
1). Only fragments from 60 bp  to 350 bp allow the CEQ 8000 to reliably separate DNA
fragments by size on a one-bp basis. Peaks with less than 500 fluorescence units were
considered as noise. The advantage of the use of the CEQ 8000 is that it allows to score
AFLP bands in an objective way.        
AFLP markers were arranged in presence/absence matrices (1= presence; 0=
absence). Fragments with more than 500 luminescent units were considered as present. 
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PAUP* 4.0 (Swofford 2003) was used to calculate Nei-Li distance matrices (Nei and Li
1979) and to build neighbor joining trees (Saitou and Nei 1987) to visualized how wasps 
were grouped based on similarity. The Neighbor Joining method was selected because 
using computer simulations, this method has demonstrated to be the most efficient
method to estimate a single parsimonious tree (Saitou and Nei 1987) and also because
this method does not make assumptions about rates of evolution among individuals
(Graur and Li 1999). Due to the haplodiploidy of the Hymenoptera studied, separate
neighbor joining trees were constructed for female and male wasps.
RESULTS AND DISCUSSION.
 No clear clustering by host-plant species or by study site (i.e., county) was
observed in female or male A. nolophanae (Figures 3. 2 and 3. 3). Similarly, no
clustering by host-plant or by study site was found in C. marginiventris female or male
wasps (Figures 3. 4 and 3. 5). Thus, host-plant species (i.e., alfalfa or soybean) do no
drive genetic differentiation in A. nolophanae and C. marginiventris.
  The lack of correlation between genetic differences and host-plant association
with alfalfa and soybean in A. nolophanae and C. marginiventris, shows that wasps
attacking the green cloverworm on these two plant species are not reproductively
isolated. Similarly, the lack of correlation between genetic differences and county of
origin shows that A. nolophanae and C. marginiventris wasps in these distant counties
behave as a panmictic population. A. nolophanae and C. marginiventris and their host,
the green cloverworm, are native to the areas studied, however their host-plant species
are not. Alfalfa and soybean were introduced into America through the Colony of
Georgia in the mid 1700's (Russelle 2001, Hymowitz 1987). Although alfalfa and 
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soybean have been cultivated in Maryland in small scale since their introduction, it is
only in the 1900s that alfalfa and soybean cultivation started increasing rapidly towards
their current levels (Russelle 2001, Hymowitz 1987). Thus, even though alfalfa and
soybean have been present in these parasitoid habitats since the mid 1700s, perhaps it is
only in the 1900s that these crops have been present abundantly enough to represent an
important component of these parasitoids ecology. Although some insects have
differentiated genetically on different host-plant species in about 250 years, or even
shorter (Carroll and Boyd 1992, Feder et al. 2003a), I did not find evidences of genetic
differentiation in A. nolophanae and C. marginiventris associated with alfalfa and
soybean. A. nolophanae and C. marginiventris association with alfalfa and soybean may
be too recent for genetic differentiation to show at the molecular marker level.
In spite of the lack of genetic differentiation evidenced by AFLPs,  A. nolophanae
and C. marginiventris exhibit host-plant associated phenotypic differences (Chapter 2).
These phenotypic differences may be the result of divergent selection of individual loci
associated with alfalfa or soybean. Evidence is mounting from research on a variety of
organisms that divergent  selection can be the primary cause of rapid sympatric
differentiation in organisms associated with different host-plant species (Tremblay and
Penacchio 1988, Bush 1994, Tauber and Tauber 1989). However, if divergent selection
of loci associated with the efficient use of different host-plant species is not associated
with selection of loci that promote reproductive isolation of wasp populations associated
with these different host-plant species, then genetic differentiation of neutral markers will
not be evident.
In retrospect, after having collected phenotypic data (see Chapter 2), the lack of
genetic differences between alfalfa and soybean wasps is not surprising. The fact that
mating occurs on or within a preferred host or habitat is probably the most important 
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single factor promoting sympatric divergence in response to divergent ecological
selection pressures in some insects (Diehl and Bush 1989, Bush and Smith 1998). Even
though I found fitness differences between alfalfa and soybean A. nolophanae and C. 
marginiventris in the different counties studied, no obvious preference was observed for
the host-plant species of hosts from which adult wasps emerged. Further, there were no 
host-plant associated differences in host herbivore quality and thus no likely differential
effect on parasitoids due to host-plant. This suggests that reproduction may occur
between wasps whose host fed on different host-plant species. Thus, gene flow between
alfalfa and soybean wasps seems to be preventing genetic differentiation of neutral
markers in A. nolophanae and C. marginiventris. Although selection at individual loci
may be responsible for the observed phenotypic differences, preference for a particular
host-plant species does not appear to be under host-plant selection in these wasp species.
On the other hand, phenotypic differences between alfalfa and soybean wasps
could be the result of phenotypic plasticity acting on the physiology of parasitoids
ovipositing on host herbivores feeding on different host-plant species. Although
phenotypic plasticity has been invoked as the reason explaining phenotypic differences in
other parasitoid species associated with different host-plant complexes (Daza-Bustamante
et al. 2002, Drès and Mallet 2002), I find this unlikely for the braconid parasitoids
studied here. Since no differences in host quality were found between green cloverworm
larvae feeding on alfalfa and soybean (Chapter 2) host-plant species quality would not be
likely to affect their parasitoids.
In order to rigorously discern between selection at individual loci and phenotypic
plasticity as an explanation for the phenotypic differences observed in A. nolophanae and
C. marginiventris from different host-plant species, it would be necessary to be able to
rear these parasitoids. If that were possible one could perform transfer experiments to test 
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if the effect of host-plant species is acting at the genetic level (i.e. through selection at
loci associated with host-plant utilization) or only at the physiological level (i.e. through 
phenotypic plasticity). Unfortunately, the green cloverworm, can not be reared 
continuously in the laboratory and thus neither can its parasitoids. All my attempts, and
those of other researchers (Pedigo, Kemper pers. comm.), to maintain a green
cloverworm colony in the laboratory have failed.  
 In some parasitic Hymenoptera, genetic differences occur among populations as
close as 1 Km away from each other (Vaughn and Antolin 1998, Van Nouhuys and Via
1999). My study sites were at least 100 Km apart from each other. Thus, one would have
expected to find some genetic differentiation among counties. I did not observed such
differences. The lack of correlation between genetic differences and county of origin in
A. nolophanae and C. marginiventris suggests that gene flow among wasps from the
counties studied is large enough to prevent reproductive isolation of wasps from different
counties. This suggests that perhaps parasitic Hymenoptera dispersal distances are not as
restricted as it has been assumed  (Antolin and Strong 1987, Godfray 1994).
Thus, despite the close association of A. nolophanae and C. marginiventris
parasitoids and the host-plant species of their herbivore hosts and despite possessing
many characteristics that would facilitate genetic differentiation, none was observed in
both specialist and generalist hymenopteran parasitoid. This study has shown that the
effect of the host-plant species fed upon by a parasitoid’s herbivore host, although strong
enough to produce fitness differences, was not strong enough to generate reproductive
isolation among individuals associated with different host-plant species. This lack of
reproductive isolation between alfalfa and soybean wasps could be due to the fact that the
differences in fitness found in A. nolophanae and C. marginiventris were not correlated
with differences in preference for a particular host-plant species as evidenced by the odor 
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preference experiments performed in the olfactometer (see Chapter 2). So it seems that
parasitoids emerging from alfalfa could potentially mate with parasitoids from soybean 
and vice versa. The lack of genetic differentiation of neutral markers among wasps from 
different host-plant species may also be explained by the fact that parasitoid populations
at the study sites are not small enough for genetic drift to show an effect in the amount of 
time elapsed since the introduction of these host-plant species (Van Nouhuys and Via
1999). 
The results from this study failed to demonstrated genetic differentiation in
neutral markers among parasitoid populations associated with different host-plant
species. In contrast, many examples of genetic differentiation exist in herbivore insects. I
believe that the lack of examples of genetic differentiation in parasitoids associated with
different host-plant species represents lack of studies on the subject rather than lack of
existence of the phenomena. Genetic differentiation of hymenopteran parasitoids
associated with different host-plant species should be explored further in several
hymenopteran species before sound conclusions could be drawn. Studies should be
perform preferentially on species that could be maintained in laboratory colonies in order
to be able to have more experimental flexibility.  
A final reason why no genetic differentiation was detected could be that my
sampling of parasitoid populations did not accurately reflect the genetic profile of the
populations involved. Similarly, my AFLP profiling of individuals, or specifically the
number of bands used to “fingerprint” parasitoid individuals could have been too small to
accurately profile each individual. When dealing with cluster analyses based on
molecular markers in studies of genetic differentiation of populations from the same
species, the issue of how many individuals are representative of the populations studied
and the issue of how many markers to use in order to accurately represent how genetic
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variation is organized among the individuals studied is somewhat arbitrary. In the
following chapter, I propose a method to determine the number of individuals and the
number of molecular markers to use in order to accurately depict genetic variation among
organism populations when using cluster analyses. Using this method I have determined
that my conclusions on genetic differentiation in A. nolophanae and C. marginiventris are
valid.
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Figure 3. 1. Electropherogram showing AFLP bands as blue peaks. The x-axis shows
AFLP fragment sizes in base pairs (the numbers on the peaks). The y-axis represents the
strength of the signal as fluorescence units. Red peaks represent the D4WellREDTM dyed
standard. 
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Figure 3. 2. Neighbor joining tree of female Aleiodes nolophanae wasps from alfalfa and
soybean in three different counties in Maryland. Blue = PG county, green = Washington
county and red = Garrett county. a = alfalfa and s = soybean. No clustering based on
host-plant or county was observed.
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Figure 3. 3. Neighbor joining tree of male Aleiodes nolophanae wasps from alfalfa and
soybean in three different counties in Maryland. Blue = PG county, green = Washington
county and red = Garrett county. a = alfalfa and s = soybean. No clustering based on
host-plant or county was observed.
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Figure 3. 4. Neighbor joining tree of female Cotesia marginiventris wasps from alfalfa
and soybean in three different counties in Maryland. Blue = PG county, green =
Washington county and red = Garrett county. a = alfalfa and s = soybean.
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Figure 3. 5. Neighbor joining tree of male Cotesia marginiventris wasps from alfalfa and
soybean in three different counties in Maryland. Blue = PG county, green = Washington
county and red = Garrett county. a = alfalfa and s = soybean.
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CHAPTER 4:
Determination of the Adequate Number of Individuals and AFLP  Bands to Use
When Studying Genetic Differentiation Among Intraspecific Populations
INTRODUCTION.
Molecular markers of various types have been used to answer biological and
ecological questions and to study genetic variation among individuals in populations of a
variety of taxa since the 1960s (Avise 1994, Loxdale and Lushai 1998, Conner and Hartl
2004). Their use continues but with a greater reliance on a variety of DNA based
markers. The choice of a molecular marker depends on the question being addressed as
well as on constraints associated with costs and time needed to develop markers (Parker
1998). One of the most widely used molecular marker is amplified fragment length
polymorphisms (AFLP). AFLP are simultaneously generated from fragments of the total
genomic DNA resulting from a digest using restriction enzymes. These restriction
fragments are then amplified using polymerase chain reaction (PCR) and the
amplification products are finally separated by gel electrophoresis and scored as
dominant markers (Vos et al. 1995). Any individual plant or animal in a sample can be
represented by its AFLP banding pattern. This banding pattern or fingerprint is defined
by the presence or absence of  restriction fragments or bands. Each restriction fragment is
considered a locus and assumed to have two possible alleles (represented in binary form,
i.e., 0 for no band present and 1 for a band present).  
AFLP markers have been widely used to address key hypotheses in the study of
systematics, evolution and ecology (Albertson et al. 1999, Griffiths and Orr 1999, Yan et
al. 1999, Boucias et al. 2000, Gerber et al. 2000, Negi et al. 2000, Phang Loh et al. 2000,
Vandermark et al. 2000, Hawthorne 2001, Jakše et al. 2001, Ren and Timko 2001,
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Rogers et al. 2001, Saunders et al. 2001, Wilding et al. 2001, Young et al 2001, Orgen
and Thorpe 2002,  Salvato et al. 2002, Via and Hawthorne 2002). The popularity of
AFLP derives from the fact that the entire genome is utilized to generate these markers
and one need not know anything about the genome of the species being studied (Busch et
al. 2000, Hawthorne 2001). AFLP also are one of the most efficient markers in that they
yield the greatest amount of information (i.e., bands per assay) compared to other
methods (Lin et al. 1996, Russell et al. 1997, Pejic et al. 1998). The reliability,
reproducibility, flexibility and high degree of sensitivity of AFLP compared to other
molecular markers also contribute to their widespread use (Cervera et al., 1998,
Vuylsteke et al. 1999, Shim and Jorgesen 2000, Hawthorne 2001).
Differences in banding pattern among individuals can be analyzed in a
multivariate fashion and then organized through cluster analysis (Rohlf 2000, Saunders et
al. 2001). Using  genetic differences in banding patterns provided by AFLP, individuals
from populations that are presumed to be different (e.g., individuals from different
geographic regions, different host-plant species, different habitats, and so on) can be
grouped into distinct clusters or groups. Studies on genetic differentiation among
intraspecific populations (using AFLP) typically use the Unweighted Pair Grouped
Method with Arithmetic Averages (UPGMA) to cluster individuals (Sneath and Sokal
1973). UPGMA generates clusters of individuals using a similarity matrix created when
making pair-wise comparisons among the individuals of interest (Sneath and Sokal
1973). By this method, individuals are always clustered in groups according to their
similarity. The individuals whose genetic profiles are compared typically come from
samples of arbitrary size taken from presumed populations. These arbitrary numbers of
individuals from the different presumed populations are then compared (e.g., Boucias et
al. 2000, Katiyar et al. 2000, Salvato et al. 2002, Abu-el Samen et al. 2003, Bennett and
Mathews 2003, Ferriol et al. 2003, Gonzales et al. 2003, Kothera et al. 2003, Pester et al.
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2003, Steiger et al. 2003, Tsuji et al. 2003, Ude et al. 2003, Uptmoor et al. 2003, and
others). To my knowledge in all such studies the number of individuals used as well as
the number of bands or markers evaluated per individual are apparently arbitrarily
selected since no criteria for sample size or band number are provided. However, the
number of individuals and bands is absolutely critical because the banding patterns
generated directly influence the way in which individuals are organized through cluster
analyses. Banding patterns from individuals are assumed to capture haplotype variation
and to thus reflect the genetic profile of the population of the species under study. If the
banding pattern of individuals within studied populations is not adequately sampled then
cluster analyses generated with such data may produce a misleading representation.           
For instance, if the similarity matrix used in UPGMA, to group individuals from
what are assumed to be distinct populations, is not truly representative of the genetic
variability of the individuals in these populations, the clusters generated by UPGMA
might not correspond to real groups and instead may depict clusters that do not accurately
reflect the genotype of field populations or species. In other words, if one uses data from
an additional sample of the same size (i.e., the same number of individuals) from the
same populations, it would be highly likely that a tree would be generated that differed
from the original tree. Thus, it is clear that one needs to ensure that the number of
individuals and the number of bands per individual used in similarity matrices are
sufficient to accurately capture haplotype variation of populations.
The greater the genetic variability among individuals in a particular area, the
larger the sample size needed to capture genetic variability. In the absence of knowledge
of the genetic variation of the study organisms at a particular study site, reliable trees can
not be obtained since the groupings they depict might be representative of an
incompletely sampled marker diversity. At the same time, limited resources also make it
essential that samples be comprised of only the minimum number of individuals and
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bands sufficient to obtain a robust genetic profile of populations. Although we have
focused on AFLP markers all other molecular markers share the same problem. Indeed,
when markers such as microsatellites are used the problem is even more acute because
studies based on microsatellites typically use fewer loci than studies using AFLP
(Campbell et al. 2003). Thus, marker diversity might be even more unrepresented when
using microsatelittes than when using AFLP. 
The present paper proposes a new way to verify individual and band sample sizes
in studies of genetic differentiation among individuals from populations from the same
species. A limited number of attempts have been made to estimate the adequate number
of loci needed to group a particular number of individuals within different populations
(Pejic et al. 1998) and to assign a particular number of individuals to known candidate
populations (Campbell et al. 2003). However, methods for estimating the number of loci
and the number of individuals needed to generate reliable clusters of individuals
belonging to different populations from the same species  are lacking. In this chapter, I
provide the output of a bootstrap analysis (Efron 1979) used to calculate the variability of
the similarity index used to construct UPGMA trees. I used this variability estimate to
provide a way of determining the optimum number of bands to include and individuals to
collect in order to generate reliable trees. This method can be used with any similarity
index or distance measure available to construct UPGMA or neighbor joining trees. 
AFLP from Aleiodes nolophanae Ashmead (Hymenoptera: Braconidae) and from the
processionary moth Thaumetopoea pityocampa Denis and Schiffermüller (Lepidoptera:
Thaumetopoeidae) were used to test the proposed method. T. pityocampa shows clear
genetic differentiation among individuals collected from different regions in Europe 
(Salvato et al. 2002). In contrast, AFLP data on the haplo-diploid A. nolophanae have
found no genetic differentiation among individuals from three counties in Maryland 
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(Medina and Barbosa unpubl.). This distinction is important because I predict that when
populations of a species are genetically distinct fewer bands per individuals should be
needed to capture haplotype variation.
METHODS.
Aleiodes nolophanae Ashmead (Hymenoptera: Braconidae).
A. nolophanae is a native specialist parasitoid of the green cloverworm
Plathypena scabra Fabricius. (Lepidoptera: Noctuidae). A. nolophanae was reared from
host larvae collected from alfalfa and soybean at sites in three counties in the state of
Maryland, in the USA. These sites where at least 100 km apart from each other.
Sampling  was carried out from the second week of June until the last week of August in
2001, 2002 and 2003. Adult A. nolophanae were preserved frozen at -80 BC until DNA
extraction (for more details see Chapter 2).
Thaumetopoea pityocampa Denis and Schiffermüller (Lepidoptera:
Thaumetopoeidae).
The winter pine processionary moth, T. pityocampa is a native pest of Pinus and
Cedrus species found mainly along the Mediterranean coasts of Portugal, France, Italy 
and Spain (Androic 1956). Egg clusters of T. pityocampa were collected (by my
collaborator, Dr A. Battisti) at nine different pine stands of Pinus silvestris L., Pinus
nigra Arnold  and Pinus halepensis Miller from seven northern Italian provinces, one
Spanish location in the Sierra Nevada and one location in Turkey (see Salvato et al. 2002 
for details). Collection sites in Europe were at least 60 km apart. To reduce the risk of
sampling siblings, egg clusters were collected from different trees during the whole 
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emergence period of adults. The total number of egg clusters collected at each site varied
from 50 to more than 200. A few neonate larvae of each egg cluster were placed in 70%
ethanol immediately after hatching. One single larvae for each egg cluster was used for
AFLP analysis. T. pityocampa AFLP data were obtained through a collaboration with Dr.
Andrea Battisti (Università degli Studi di Padova).
DNA Extraction and AFLP Markers.
To obtain AFLP markers for A. nolophanae wasps, DNA was extracted from
frozen individuals using Qiagen DNEasy Tissue Kit (QIAGEN Inc., Valencia, CA)
following the manufacturer recommended protocol for animal tissue (Qiagen 2002). Final
elution was in 100 uL of the supplied buffer AE. DNA from T. pityocampa was extracted
using a salting-out protocol (Salvato et al. 2002). 
A.  nolophanae AFLP markers (Vos et al.1995) were obtained using components
from various commercial AFLP kits (for more details see Chapter 3). AFLP markers
were arranged in  presence/absence matrices (1= presence; 0= absence). NTSys-pc2.1
(Rohlf 2000) was used to calculate similarity matrices and to construct UPGMA trees.
Five primer combinations were used to generate bands in A. nolophanae and T.
pityocampa. For details on AFLP procedures used with T. pityocampa see Salvato et al.
(2002).
Simulations.
A. nolophanae AFLP data were bootstrapped using Matlab (Matlab 2002). The
bootstrap procedure constructed 500 matrices for each of different number of individuals 
by number of bands designated levels. Pair-wise similarity matrices were calculated from 
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each of the bootstrapped matrices. For each similarity matrix the mean Jaccard index was
obtained by averaging all the values within the matrix. The standard error of the mean
Jaccard index (SESim) was calculated for each of the individual by band designated
levels. Thus, each number of individuals by number of bands combination had associated
with it a standard error value based on 500 similarity matrices. SESim can be considered
a measure of the variability of the similarity index for each number of individual by
number of band combination. Ideally a SESim estimate as close to zero as possible will
indicate a total agreement among any of the possible Jaccard index means that could be
obtained from a particular number of individuals by number of bands combination. The
ideal number of individuals by bands to considered for a particular study could be
estimated as the point at which SESim is at its minimum value (Figure 4. 1).  
RESULTS.
The SESim curves in A. nolophane female simulations  (Figure 4. 2A) indicate
that the number of bands used had a greater impact on SESim than the number of
individuals sampled. The same was observed in males. The leveling off for the SESim
curves occurred at about 45 individuals for A. nolophanae females and at about 40
individuals for A. nolophanae males at any of the number of bands used. As predicted,
the number of bands necessary to obtain a SESim close to zero was lower in T.
pytiocampa than in A. nolophanae (204 bands versus 765 bands, respectively, to obtain a
SESim=0.03). In addition, variability among SESim curves due to the numbers of bands
considered per individual was lower in T. pityocampa than in A. nolophanae (Figure 4.
2). In other words, less AFLP bands per individuals were necessary to capture haplotype
variation in T. pityocampa than to capture haplotype variation in A. nolophanae. The
SESim curves leveled off at about 60 individuals for T. pityocampa.
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UPGMA trees constructed with different number of individuals and different
number of bands started to produced the same general pattern when the SESim curves
reached a value lower than 0.045 (Figure 4. 3). This occurred at around 600 bands per 40
individuals in A nolophanae, and at about 100 bands per 50 individuals in T. pityocampa.
Indicating these as adequate numbers of individuals and numbers of bands per individual
to sample in the respective species. However, note that SESim<0.045 can be achieved
using different combinations of number of bands by individuals than the ones just
mentioned. 
DISCUSSION.
 In panmictic populations, gene flow among individuals prevents genetic
differentiation. In contrast, when reproductive isolation occurs genetic differentiation can
be observed in neutral markers due to the effect of genetic drift. Genetic drift produces a
random fixation of different alleles in different populations. Because genetic drift acts
throughout the genome of individuals within populations (Conner and Hartl 2004),
neutral markers from individuals that belong to the same population will be more similar
among them than they are to markers from individuals from different populations. Thus,
as one might expect, fewer markers are necessary to capture haplotype diversity among
individuals from differentiated populations than from individuals belonging to panmictic
populations. Similarly, individuals from undifferentiated populations will required more
markers than individuals from differentiated populations in order produce a reliable 
picture of the way they are organized within populations (compare A. nolophanae and T.
pityocampa curves in Figure 4. 2). Individuals from panmictic populations will require a
comparatively higher number of loci before reaching SESim curves close to zero. Thus,
in my example, the effect of increasing the number of bands on the undifferentiated A. 
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nolopahanae populations produces a more pronounced reduction in SESim than the one
produced in the differentiated populations of  T. pityocampa due to the proportionally
higher agreement among markers in T. pityocampa than among markers in A.
nolophanae, indicating that SESim variation is larger in undifferentiated populations than
in differentiated populations. This method allows researchers to know, specifically, the
number of individuals and bands required for a robust representation of the genetic
profile of a species. Further, this same methodology also can be used for data based on
distance matrices, such as the data used to generate neighbor joining trees. 
 The number of individuals required to capture haplotype variation at a particular
study location depends on the amount of variation characteristic of a particular species
and on the number of candidate populations present (Campbell et al 2003) and thus it is
idiosyncratic for each population studied at a particular location. My method provides a
way to evaluate the variation in banding pattern in specific populations and consequently
provides a statistical baseline to which specific samples can be compared. For instance, if
the SESim curves do not level off close enough to zero at the number of individuals
sampled one needs to sample more individuals or increase the number of molecular
markers used. One can decide to increase the number of bands, the number of individuals
collected, or both, after examining the SESim curves generated from the data. Once a
value of SESim close enough to zero is achieved (e.g., SESim< 0.045) then one can be
relatively confident that trees generated by a dataset reflect real genetic differences in
populations or species. The method presented here provides a practical way to evaluate
the reliability of trees based on similarity matrices and considers and captures the
idiosyncratic genetic variation found in nature.
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Figure 4. 1.  Theoretical relationship among the number of individuals in a similarity
matrix, the number of AFLP bands and the standard error of the mean similarity index
(SESim). The arrow points at the number of individual by band combination at which
SESim is the lowest.
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Figure 4. 2.  Standard error of the mean Jaccard index (SESim) curves for different
number of bands and number of individuals. Each line in the graph represents different
number of AFLP bands used. A. SESim curves based on A. nolophanae AFLP. Data from
female wasps. Males depicted the same pattern. Only data from females is shown. Lines
represent 50, 100, 150, 200, 400, 600 and 700 and 765 bands. B. SESim curves based on
T. pityocampa AFLP. Lines represent 30, 60, 100 and 204 bands. For both species as the
number of individuals increases SESim decreases down to a point after which it does not
further decrease (around 40 individuals in A. nolophanae and around 60 individuals in T.
pityocampa). The increase in the number of bands has a greater impact in A. nolophanae
than in T. pytiocampa. 
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Figure 4. 3. UPGMA trees for Thaumatopea pityocampa. Each colored square represent
a cluster from a particular sampling region. Starting from the bottom the gray area
represent the Turkish samples, the purple area the Spanish samples, the colors above
represent different provinces within Italy. A. UPGMA tree generated at a SESim=0.03
with 204 bands and 104 individuals. There are nine defined clusters corresponding to the
nine sampled regions. B. UPGMA tree generated at a SESim=0.03 but this time with 204
bands and 60 individuals. There are still nine clearly defined clusters corresponding to
the nine sampled regions. C. UPGMA tree generated at a SESim=0.05 with 204 bands
and 25 individuals. Although the Turkish and Spanish clusters are still obvious some of
the clusters within Italy start to decompose at SESim=0.05. 
119
EPILOGUE
The present study found phenotypic differentiation in important fitness traits
between wasp populations associated with the green cloverworm, Plathypena scabra
Fabricius (Lepidoptera: Noctuidae) in alfalfa and in soybean, in both the generalist
parasitoid Cotesia marginiventris Cresson (Hymenoptera: Braconidae) and the specialist
parasitoid Aleiodes nolophanae Ashmead (Hymenoptera: Braconidae). Contrary to the
expectations and predictions from the literature, these parasitoids did not show evidence
of reproductive isolation when associated with these different host-plant species, as
evidenced by the lack of genetic differentiation between parasitoids associated with
alfalfa and soybean. By no means do I think that this should be taken as an argument
against the possibility that genetic differentiation of parasitoid populations associated
with different host-plant species actually occurs. The evidence of this phenomena in
herbivorous insects is already vast and it keeps growing. It seems unlikely than in
organisms so highly tuned to their host-plants as parasitoids, genetic differentiation of
populations associated with different host-plant species should not occur. I think that the
lack of examples of genetic differentiation of parasitoids associated with different host-
plant species, is due more to the lack of studies on these organisms than to the lack of
genetic differentiation among these parasitoid populations. Studies on other parasitoid
species are needed before the view that host-plant association can drive parasitoid
diversity is accepted. However, all we know about genetic differentiation in insects
support the view that parasitoids should be prone to genetically differentiate when
associated with different host-plant species.
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One reason that might explain the failure to find genetic differentiation in the
parasitoids of the green cloverworm feeding on alfalfa and soybean might have to do
with the duration of the interaction. Although the green cloverworm, A. nolophanae and
C. marginiventris are native to North America, the host-plant species with which they are
associated are not. Alfalfa was introduced from Iran in 1736 and soybean was introduced
from China in the mid 1770's. Although genetic differentiation in some herbivorous
insects has occurred relatively fast (e.g., in as fast as 20 years in some instances) the time
required for such changes in this system may be much larger. Studies of phenotypic and
genotypic differentiation of native parasitoid species on native herbivorous host and host-
plant species may provide interesting insights into the potential role of time in the
differentiation of parasitoids associated with different resources. Parasitoids of the ball-
gallmaker Eurosta solidaginis Fitch (Diptera: Tephritidae) appear to be especially
suitable for this purpose as all the players involved in this system are native of North
America. A future collaboration with Dr. Warren Abrahamson will explore this
possibility in the future.
Studies performed on parasitoids that could be maintained in colonies on their
natural herbivore hosts would be suitable candidates to study host-plant based genetic
differentiation. Although several parasitoid species and their herbivorous hosts are
difficult to rear in the laboratory, laboratory colonies of parasitoids and their herbivorous
hosts provide the advantage of allowing the use of quantitative genetics in understanding
the inheritance of important phenotypic traits and the role of selection versus phenotypic
plasticity in generating phenotypic differentiation.
Another interesting venue of exploration has to do with the role of the herbivore
host differentiation on its parasitoids differentiation. It could be that the selective forces
that promote differentiation in parasitoids act on parasitoid larvae rather than on adults. 
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Thus, only  herbivorous hosts that are differentiated by host-plant species will drive
parasitoid genetic differentiation. My future research will determine if the green
cloverworm is differentiated in alfalfa and soybean in the study sites on which I
performed my studies. Also, I will study parasitoids of herbivores that show genetic
differentiation on different host-plant species. The processionary moth Thaumetopoea
pityocampa Denis and Schiffermüller (Lepidoptera: Thaumetopoeidae) shows genetic
differentiation at a very local scale and it is suspected to present genetic differences also
depending on the pine species it attacks. In collaboration with Dr. Andrea Battisti I will
determine if genetic differentiation of T. pityocampa parasitoids follows the genetic
differentiation found in the moth.
Understanding the role of host-plant species in the differentiation of parasitoid
populations has theoretical implications as it might throw light into the process of
sympatric speciation and parasitoid diversification. Further, understanding the role of
host-plant species in the differentiation of parasitoids has also practical implications since
parasitoids are important natural enemies of crop pests. If parasitoids attacking the same
pest species on different crop species perform differently or are genetically differentiated
or reproductively isolated, then parasitoid introductions to control generalist pests should
consider this potential differentiation. Similarly, the role of alternative host-plant species
as parasitoid’s  refuges need to be assessed in the light of the possibility of parasitoids
not moving and reproducing as freely among crop species as previously thought.
122
REFERENCES
ABE, Y., and Tahara, M., 2003, Daily progeny production and thermal influence on
development and adult longevity of the leafminer parasitoid, Gronotoma
micromorpha (Hym., Eucoilidae), Journal of Applied Entomology 127: 477-480. 
ABRAHAMSON, W.G., Weis, A.E., 1997, Evolutionary Ecology Across Three Trophic
Levels: Goldenrods, Gallmakers, and Natural Enemies, Monographs in
Population Biology 29, Princeton University Press, Princeton.
ABU-EL SAMEN, F.M., Secor, G.A., Gudmestad, N.C., 2003, Genetic variation among
asexual progeny of Phytophtora infestans determined with RAPD and AFLP
markers, Plant Pathology 52: 314-325. 
 AGELOPOULOS, N.G., and Keller, M.A., 1994, Plant-natural enemy association in the
tritrophic system Cotesia rubecula-Pieris rapae-Brassicaceae (cruciferae): II
Preference of C. rubecula for landing and searching, Journal of Chemical Ecology
20: 1735-1748.
ALBERTSON, R.C., Markert, J.A., Danley, P.D., Kocher, T.D., 1999, Phylogeny of a
rapidly evolving clade: the cichlid fishes of lake Malawi, East Africa,
Proceedings of the National Academy of Sciences USA 96: 5107-5110.
ALTHOFF, D. M., and J. N., Thompson, 1999, Comparative geographic structures of
two parasitoid-host interactions, Evolution 53: 818–825.
ALTHOFF, D.M., and Thompson, J.N., 2001, Geographic structure in the searching
behavior of a specialist parasitoid: combining molecular and behavioral
approaches, Journal of Evolutionary Biology 14: 406-417.
123
ANDROIC, M., 1956, Contribution a l’étude de Cnethocampa pityocampa Shiff., Revue
de Pahologie Végétale et d’Entomologie Agricole de France 35: 251-262.
ANTOLIN, M.F., and Strong, D.L., 1987, Long-distance dispersal by a parasitoid
(Anagrus delicatus, Myrmaridae) and its host, Oecologia 73: 288-292. 
ARTHUR, A.P., 1962, Influence of host tree on abundance of Itoplectis conquisitor
(Say), a polyphagous parasite of the European shoot moth Rhyacionia buoliana
(Schiff.) Canadian Entomologist 94: 337-347. 
ARTHUR, A.P., Stainer, J.E.R., and Turnbull, A.L., 1964, Interaction between Orgilus
obscurator (Nees) (Hymenoptera: Braconidae) parasites of pine shoot moth
Rhyacionia buoliana (Schiff) (Lepidoptera: Olethreutidae), Canadian
Entomologist 96: 1031-1034.
ARTHUR, A.P., Hegdekar, B.M., and Batsch, W.W., 1972, A chemically defined
synthetic medium that induces oviposition in the parasite Itoplectis conquisitor
(Hymenoptera: Ichneumonidae), Canadian Entomologist 104: 1251-1258.
ASKEW, R.R., 1968, Considerations on speciation in Chalcidoidea (Hymenoptera),
Evolution 22: 642-645. 
AVISE, J.C., 1994, Molecular Markers, Natural History and Evolution, Chapman and
Hall, New York.
BAER, C.F., Tripp, D.W., Bjorksten, T.A., and Antolin, M.F., 2004, Phylogeography of
a parasitoid wasp (Diaeretiella rapae): no evidence of host-associated lineages,
Molecular Ecology 13:1859-1869. 
124
BARBOSA, P. 1988, Natural enemies and herbivore-plant interactions: influence of plant
allelochemicals and host specificity, In Barbosa, P., Letourneau, D.K. (Eds.),
Novel Aspects of Plant Interactions, pp. 201-229, Wiley Interscience Publication,
New York.
BARBOSA, P., and Benrey, B., 1998, The influence of plants on insect parasitoids:
implications for conservation biological control, In P. Barbosa (Ed.),
Conservation Biological Control,  Academic Press, San Diego, California.
BARBOSA, P., Saunders, J.A., and Waldvogel, M., 1982, Plant-mediated variation in
herbivore suitability and parasitoid fitness. In  J.H., Viser, and A.K., Minks,
Proceedings of the 5th International Symposium of Plant-Insect Relationships, pp.
63-71, Wageningen.
BARBOSA, P., Saunders, J.A., Kemper, J., Trumbule, R., Olechno, J., Martinat, P.,
1986, Plant allelochemicals and insect parasitoids. Effects of nicotine on Cotesia
congregata and Hyposoter annulpes, Journal of Chemical Ecology 12: 1319-
1328.
BARBOSA, P., Kemper, J., Gross, P., and Martinat, P., 1990,  Influence of dietary
nicotine and colony source of Manduca sexta (Lepidoptera: Sphingidae) on its
suitability as a host of Cotesia congregata (Hymenoptera; Braconidae),
Entomophaga 35: 223-231.
BARBOSA, P., Gross, P., and Kemper, J., 1991, Influence of plant allelochemicals on
the tobacco hornworm and its paraitoid, Cotesia congregata, Ecology 72: 1567-
1575.
125
BAUR, M.E., and Yeargan, K.V., 1996, Movement and response to semiochemicals by
parasitoids of Plathypena scabra (Lepidoptera: Noctuidae), Journal of the Kansas
Entomological Society 69: 122-132.
BAUR, M.E., Yeargan, K.V., and Cornelius, P.L, 1996, Allocation of searching time
within the soybean canopy by parasitoids attacking the green cloverworm, Journal
of Insect Behavior 9: 223-235.
BECK, N.G., and Cameron, P.J., 1990, Comparison of lepidopteran pest populations and
their parasitoids in three vegetable brassicas. In Proceedings of the 43rd New
Zealand Weed and Pest Control Conference, Palmerston North, New Zealand,
Weed and Pest Control Society, pp. 21-25,  New Zealand.
BENNETT, S.J., and Mathews, A., 2003, Assessment of genetic diversity in clover
species from Sardinia, Italy using AFLP analysis, Plant Breeding 122: 362-367.
BENREY, B., 1993, Host plant effects on the interaction of an insect herbivore and its
larval parasitoid: The case of Pieris rapae (Lepidoptera: Pieridae) and Cotesia
glomerata (Hymenoptera: Braconidae), PhD. dissertation, Department of
Entomology, University of Maryland, College Park, MD.
BENREY, B., and Denno, R.F., 1997, The slow growth-high mortality hypothesis: a test
using the cabbage butterfly, Ecology 78: 987-999. 
BENREY, B., Denno, R.F., and Kaiser, L., 1997, The influence of plant species on
attraction and host acceptance in Cotesia glomerata (Hymenoptera: Braconidae),
Journal of Insect Behaviour 10: 619-630.
126
BENREY, B., Callejas, A., Rios, L., Oyama, K., and Denno, R.F., 1998, The effects of
domestication of Brassica and Phaseolus on the interaction between
phytophagous insects and parasitoids, Biological Control 11: 130-140.
BERESKY, M.A., and Hall, D.W., 1977, The influence of phenylthiourea on
encapsulation, melanization, and survival in larvae of the mosquito Aedes aegypti
parasitized by the nematode Neoaplectana carpocapsae, Journal of Invertebrate
Pathology 29: 74-80.
BERNAL, J.S., Luck, R.F., and Morse, J.G., 1998, Sex ratios in field populations of two
parasitoids (Hymenoptera Chalcidoidea) of Coccus hesperidum L. (Homoptera
Coccidae) Oecologia 116: 510-518.
BERTSCHY, C., Turlings, T.C.J., Bellotti, A.C., 1997, Chemically-mediated attraction
of three parasitoid species to mealybug-infested cassava leaves, Florida
Entomologist 80: 383-395.
BHATT, N., and Singh, R., 1989, Bionomics of an aphidiid parastioid Trioxis-indicus.30.
effect of host plants on reproductive and developmental factors, Biological
Agriculture and horticulture 6: 149-157.
BHATT, N., and Singh, R., 1991, Bionomics of an aphidiid parasitoid Trioxis-indicus
Subba Rao and Sharma. 33. impact of food plants on the behavior of and sex
allocation by the female parasitoid at varying densities, Biological agriculture and
horticulture 7: 247-259.
BLACKBURN, T.M., 1991, A comparative examination of life-span and fecundity in
parasitoid Hymenoptera, Journal of Animal Ecology 60: 151-164.
127
BLUMBERG, D., and Van Driesche, R.G., 2001, Encapsulation rates of three encyrtid
parasitoids by three mealybug species (Homoptera: Pseudococcidae) found
commonly as pests in commercial greenhouses, Biological Control 22: 191-199.
BLUMBERG, D., and Ferkovich, S.M., 1994, Development and encapsulation of the
endoparasitoid, Microplitis croceipes (Hym, Braconidae) in 6 candidate host
species (Lep), Entomophaga 39: 293-302. 
BOGAHAWATTE, C.N.L., and Van Emden, H.F., 1996, The influence of the host plant
of diamond back moth (Plutella xylostella) on the plant preferences of its
parasitoid Cotesia plutellae in Sri Lanka, Physiological Entomology 21: 93-96.
BOLING, J.C., and Pitre H.N.,1970, Life history of Apanteles marginiventris with
description of immature stages, Journal of the Kansas Entomological Society 43:
465-470.
BOLLER, E.F., Bush, G.L., 1973, Evidence for genetic variation in populations of the
European cherry fruit fly, Rhagoletis cerasi (Diptera: Tephritidae) based on
physiological parameters and based on hybridization experiments, Entomologia
Experimentalis et Applicata 17: 279-293.
BOTTRELL, D.G., Barbosa, P., and, Gould, F., 1998, Manipulating natural enemies by
plant variety selection and modification: a realistic strategy? Annual Review of
Entomology 43: 347-367.
BOUCIAS, D., Stokes, C., Suazo, A., and Funderburk, J., 2000, AFLP analysis of the
entomopathogen Nomuraea rileyi, Mycologia 92: 638-648.
128
BOULETREAU, M., 1986, The genetic and coevolutionary interactions between
parasitoids and their hosts, In J., Waage, and D., Greathead (Eds.),  Insect
Parasitoids, Academic Press, London.
BRAMAN, S.K., Duncan, R.R., Hanna, W.W., and Engelke, M.C., 2004, Turfgrass
species and cultivar influences on survival and parasitism of fall armyworm,
Journal of Economic Entomology 97: 1993-1998.
BREWER, F.D., and Vinson, S.B., 1971, Chemicals affecting the encapsulation of
foreign materials in an insect, Journal of invertebrate Pathology 18: 287-289.
BROWN, J.M.,  Abrahamson, W.G., and Way, P.A., 1996, Mitochondrial DNA
phylogeography of host races of the goldenrod ball gallmaker, Eurosta
solidaginis (Diptera: Tephritidae).    Evolution 50: 777–786.
BUSCH, J.D., Miller, M.P., Paxton, E.H., Sogge, M.K., and Keim, P., 2000, Genetic
variation in the endangered willow flycatcher, The Auk 117: 586-595.
BUSH, G.L., 1969, Sympatric host race formation and speciation in frugivorous flies of
the genus Rhagoletis (Diptera: Tephritidae), Evolution 23: 237-251.
BUSH G.L., 1994, Sympatric speciation in animals: new wine in old bottles, Trends in
Ecology and Evolution 9: 285-288.
BUSH, G.L., and Smith, J.J., 1998, The genetics and ecology of sympatric speciation: a
case study, Research in Population Ecology 40: 175-187.
CAILLAUD, C.M., and Via, S., 2000, Specialized feeding behavior influences both
ecological specialization and assortative mating in sympatric host races of pea
aphids, American Naturalist 156: 606-621. 
129
CALATAYUD, P.A., Polanía, M.A., Guillaud, J., Múnera, D.F., Hamon, J.C., and
Bellotti, A.C., 2002, Role of single amino acids in phagostimulation, growth, and
development of the cassava mealybug Phenacoccus herreni, Entomologia
Experimentalis et Applicata 104: 363-367.
CAMPAN, E., and Benrey, B., 2004, Behavior and performance of a specialist and a
generalist parasitoid of bruchids on wild and cultivated beans, Biological Control
30: 220-228.
CAMPBELL, B.C., and Duffey, S.S., 1979, Tomatine and parasitic wasps. Potential
incompatibility of plant antibiosis with biological control, Science 205: 700-702.
CAMPBELL, D., Duchesne, P., and Bernatchez L., 2003, AFLP utility for population
assignment studies: analytical investigation and empirical comparison with
microsatellites, Molecular Ecology 12: 1979-1991.
CARLSON, R.W., 1979, Ichneumonidae, In K.V., Krombein, P.D., Hurd, D.R., Smith,
and B.D., Banks (Eds.), Catalogue of Hymenoptera in America North of Mexico,
pp 315-740, Smithsonian Institution Press, Washington D.C.
CARROLL, S.P., and Boyd, C., 1992, Host race radiation in the soapberry bug: Natural
history with the history, Evolution 46: 1052-1069.
CARROLL, S.P., Dingle, H., Klassen, S.P., 1997, Genetic differentiation of fitness-
associated traits among rapidly evolving populations of the soapberry bug,
Evolution 51: 1182-1188.
130
CARTON, Y., 1977, Attraction de Cothonaspis sp (Hymenoptera: cynipidae) par le
milieu trophique de son hote: Drosophila mellanogaster Coll. C.N.R.S., no 265
Comportement des insectes et milieu trophique: 285-303.
CARTON, Y., 1984, Analyse expérimentale de trois niveaux d’interactions entre
Drosophila melanogaster et le parasite Leptopilina boulardi (sympatrie,
allopatrie, xénopatrie).
Génétique, Sélection et Evolution 16: 417–430.
CARTON, Y., and Nappi, J.A., 1991, The Drosophila immune reaction and the
parasitoid capacity to evade it: genetic and coevolutionary aspects, Acta
Oecologica 12: 89-104.
CAVENER, D., 1979, Preference for ethanol in Drosophila melanogaster associated
with the alcohol dehydrogenase polymorphism, Behavioral Genetics 9: 359-365. 
CERVERA, M.T., Cabezas, J.A., Sancha, J.C., Martinez de Toda, F., and
Martinez-Zapater, J.M., 1998, Application of AFLPs to the characterization of
grapevine Vitis vinifera L. genetic resources. A case study with accesions from
Rioja (Spain), Theoretical and Applied Genetics 97: 51-59.
CHARNOV, E.L., Los-den Hartogh, R.L., Jones, W.T., and Van den Assem, J., 1981,
Sex ratio evolution in a variable environment, Nature 289: 27-33.
CLARIDGE, M. F., and Nixon, G.A., 1981,  Oncopsis leafhoppers on British trees:
polymorphism in adult Oncopsis flavicollis (L.). , Acta Entomologica Fennica 38:
15-19. 
CLAUSEN, C.P., 1941, The habits of the Eucharidae, Psyche 48: 57-69.
131
CLOUTIER, C., Lévesque, C.A., Eaves, D.M., and Mackauer, M., 1991, Maternal
adjustment of sex ratio in response to host size in the aphid parasitoid Ephedrus
californicus, Canadian Journal of Zoology 69: 1489-1495.
CONNER, J.K., and Hartl, D.L., 2004, A Primer of Ecological Genetics, Sinauer,
Sunderland, Massachusetts.
COVELL, C.V., Jr., 1984, A Field Guide to the Moths of Eastern North America, The
Peterson field Guide Series, Houghton Mifflin Co., Boston, Massachusetts.
COYLE, D.R., McMillin, J.D., and Hart, E.R., 1999, Pupal and adult parameters as
potential indicators of cottonwood leaf beetle (Coleoptera: Chrysomelidae)
fecundity and longevity, Great Lakes Entomologist 32: 107-113.
CRAIG, T.P., 1994, Effects of intraspecific plant variation on parasitoid communities, In
B.A., Hawkins, and W., Sheehan (Eds.), Parasitoid Community Ecology, Oxford
University Press.
CRAIG, T.P., Itami, J.K., Abrahamson W.G., and Horner, J.D., 1993, Behavioral
evidence for host races of Eurosta solidaginis: Implications for sympatric
speciation, Evolution 47: 1696-1710.
CRAIG, T.P., Horner, J.D., and Itami, J.K., 1997, Hybridization studies on host races of
Eurosta solidaginis: Implications for sympatric speciation, Evolution 51: 1552-
1560.
CRONIN, J.T., and Abrahamson, W.G., 2001, Do parasitoids diversify in response to
host plant shifts by herbivorous insects? Ecological Entomology 26: 347-355.
132
 CROUAU-ROY, B., 1989, Population studies on an endemic troglobitic beetle:
geographical patterns of genetic variation, gene flow and genetic structure
compared with morphometric data, Genetics 121: 571-582.
CROZIER, R.H. 1985, Adaptive consequences of male-haploidy, In W., Helle, and
M.W., Sabelis (Eds.), Spider mites. Their Biology, Natural Enemies and Control,
pp. 201-222, Elsevier, Amsterdam.
DAZA-BUSTAMANTE, P., Fuentes-Contreras, E., Rodriguez, L.C., Figueroa, C.C., and
Niemeyer, H.M., 2002, Behavioral differences between Aphidius ervi populations
from two tritrophic systems are due to phenotypic plasticity, Entomologia
Experimentalis et Applicata 104: 321-328.
DE BARRO, P.J., Sherratt, T.N., Carvalho, G.R., Nicol, D., Iyengar, A., Maclean, N.,
1995, Geographic and microgeographic genetic differentiation in two aphid
species over southern England using the multilocus (GATA)4 probe, Molecular
Ecology 4: 375-382.
DE JONG, P.W., and van Alphen, J. M., 1989, Host size and sex allocation in
Leptomastix dactylopii, a parasitoid of Planococcus citri, Entomologia
Experimentalis et Applicata 50: 161-169.
DE MORAES, C.M., Lewis, W.J., Paré, P.W., Alborn, H.T., and Tumlinson, J.H., 1998,
Herbivore-infested plants selectively attract parasitoids, Nature 393: 570-573.
DENNO, R.F., and Dingle, H., 1981, Insect Life History Patterns: Habitat and
Geographic Variation, Springer Verlag, New York . 
133
DICKE M., Lenteren J.C., Boskamp, G.J.F., Van Dongen-Van Leeuwen E., 1984,
Chemical stimuli playing a role in host-habitat location by Leptopilina
heterotoma (Thomson) (Hymenoptera: Eucoilidae) a parasite of Drosophila ,
Journal of Chemical Ecology 10: 695-712.
DIEHL, S.R., and Bush, G.L., 1984, An evolutionary and applied perspective of insect
biotypes, Annual Review of Entomology 29: 471-504.
DIEHL, S.R., and Bush, G.L., 1989, The role of habitat preference in adaptation and
speciation, In D., Otte, and J.A., Endler (Eds), Speciation and its Consequences,
Sinauer Associates, Sunderland, MA.
DRÈS, M. and Mallet, J., 2002, Host races in plant-feeding insects and their importance
in sympatric speciation, Philosophical transactions of the Royal Society of
London 357: 471-492.
DU, Y-J., Poppy, G.M., Powell, W., Pickett, J.A., Wadhams, L.J., and Woodcock, C.M.,
1998, Identification of semiochemicals released during aphid feeding that attract
parasitoid Aphidius ervi, Journal of chemical Ecology 24: 1355-1368.
DYAR, H.G., 1902, North American Lepidoptera, Government Printing Office,
Washington D.C.
EBEN, A., Benrey, B., Sivinski, J., and Aluja, M., 2000, Host species and host plant
effects on preference and performance of Diachasmimorpha longicauda
(Hymenoptera: Braconidae), Environmental Entomology 29: 87-94.
EFRON, B., 1979. Bootstrap methods: another look at the jackknife, Annals of Statistics
7: 1-26
134
.  ELIOPOULOS, P.A.,and Stathas, G.J., 2005, Effects of temperature, host instar, and
adult feeding on progeny production by the endoparasitoids Venturia canescens
(Gravenhorst) (Hymenoptera: Ichneumonidae), Environmental Entomology 34:
14-21. 
ELZEN, G.W., Williams, H.J., Vinson, S.B., and Powell, J.E., 1987, Comparative flight
behavior of parasitoids Campoletis sonorensis and Microplitis croceipes,
Entomologia Experimentalis et Applicata 9: 113-123.
EMELIANOV, I.. Mallet, J., Baltensweiler, W., 1995, Genetic differentiation in
Zeiraphera diniana (Lepidoptera: Tortricidae, the larch budmoth): Polymorphism,
host-races or sibling species? Heredity 75: 416-424.
FEDER, J.L., Chilcote, C.A., Bush, G.L., 1990, Regional, local and microgeographic
allele frequency variation between apple and hawthorn populations of Rhagoletis
pomonella in Western Michigan, Evolution 44: 595-608.
FEDER, J.L., Berlocher, S.H., and Opp, S.B., 1998, Sympatric host-race formation and
speciation in Rhagoletis (Diptera: Tephritidae): A tale of two species for Charles
D., In S., Mopper, and S.Y., Strauss (Eds.), Genetic Structure and Local
Adaptation in Natural Insect Populations, Chapman and Hall, NY.
FEDER, J.L., Roethele, J.B., Filchak, K., Niedbalski, J., and Romero-Severson J., 2003a,
Evidence for inversion polymorphism related to sympatric host race formation in
the apple maggot fly, Rhagoletis pomonella, Genetics 163: 939-953.
135
FEDER, J.L., Berlocher, S.H., Roethele, J.B., Dambroski, H., Smith, J., Perry, W.L.,
Gavrilovic, V., Filchak K.E., Rull, J., and Aluja, M., 2003b, Allopatric genetic
origins for sympatric host-plant shifts and race formation in Rhagoletis,
Procedures of the National Academy of Sciences USA 100: 10314-10315.
FELLOWES, M.D.E., Kraaijeveld, A.R., Godfray, H.C.J., 1999, Cross resistance
following artificial selection for increased defense against parasitoids in
Drosophila melanogaster, Evolution 53: 966-972.
FERRIOL, M., Pico, B., and Nuez, F., 2003, Genetic diversity of a germplasm collection
of Cucurbita pepo using SRAP and AFLP markers, Theoretical and Applied
Genetics 107:271-282.
FINSTON, T.L., and Peck, S.B., 1995, Population structure and gene flow in Stomion: a
species swarm of flightless beetles of the Galapagos islands, Heredity 75: 390-
397. 
FOX, P.M., and Morrow, P.A., 1981, Specialization: Species property or local
phenomenon?, Science 211: 887-893.
FOX, P.M., Thurson, R., Pass, B.B., 1967, Notes on Myzus persicae as a host for
Aphidius smithi, Annals of the Entomological Society of America 26: 536-553. 
FOX, L.R., Kester, K.M., and Eisenbach, J., 1996, Direct and indirect responses of
parasitoids to plants: sex ratio, plant quality and herbivore diet breath,
Entomologia Experimentalis et Applicata 80: 289-292. 
FUTUYMA, D.J., and Peterson, S.C., 1985, Genetic variation in use of resources by
insects, Annual Review of Entomology 30: 217-238.
FUTUYMA, D.J., Cort, R.P., Van Noordwijk, I., 1984, Adaptation to host plants in the
136
fall cankerworm (Alsophila pometaria) and its bearing on the evolution of host
affiliation in phytophagous insects, American Naturalist 123: 287-296.
GASTON, K.J., Genney, D.R., Thurlow, M., and Hartley, S.E., 2004, The geographical
range structure of the holly leaf-miner. IV. Effects of variation in host-plant
quality, Journal of Animal Ecology 73: 911-924.
GEERVLIET, J.B.F., Vreugdenhil, A.I., Dicke, M., Vet, L.E.M., 1998a, Learning to
discriminate between infochemicals from different plant-host complexes by the
parasitoids Cotesia glomerata and C. rubecula (Hymenoptera: Braconidae),
Entomologia Experimentalis et Applicata 86: 241-252.
GEERVLIET, J.B.F., Ariëns, S., Dicke, M., and Vet, L.E.M., 1998b, Long-distance
assessment of patch profitability through volatile infochemicals by the parasitoid
Cotesia glomerata and C. rubecula (Hymenoptera: Braconidae), Biological
Control 11: 113-121.
GELFAND, L.J., McDonald, J.F., 1980, Relationship between ADH activity and
behavioral response to environmental alcohol in Drosophila, Behavioral Genetics
10: 237-249.
GERBER, S., Mariette, S., Streiff, R., Bodénès, C., and Kremer, A., 2000, Comparison of
microsatellites and amplified fragment length polymorphism markers for
parentage analysis, Molecular Ecology 9: 1037-1048.
GILMORE, J.U., 1938a, Observations on the hornworm attacking tobacco in Tennessee
and Kentucky, Journal of Economic Entomology 31: 706-712. 
GILMORE, J.U., 1938b, Notes on Apanteles congregatus (Say) as a parasite in tobacco
137
hornworms, Journal of Economic Entomology 31: 712-715.
GODFRAY, H.C.J., 1994, Parasitoids: behavioral and evolutionary ecology, In J.R.,
Krebs, and T., Clutton-Brock (Eds.), The Evolution of Parental Care, Princeton
University Press.
GONZALES, G., Aleman, S., Infante, D., 2003, Asexual genetic variability in Agave
fourcroydes II: selection among individuals in a clonally propagated population,
Plant Science 165: 595-601.
GOULD, F., 1983, Genetics of plant-herbivore systems: Interactions between applied and
basic study, In R. F., Denno and M.S., McCLure (Eds.), Variable Plants and
Herbivores in Natural and Managed Systems, Academic Press, New York.
GRAUR, D., and Li, W.H., 1999, Fundamentals of Molecular Evolution, Sinauer,
Sunderland, Massachusetts.
GRIFFITHS, R., and Orr, K., 1999, The Use of AFLP in the isolation of sex-specific
markers, Molecular Ecology 8: 671-674.
GUERRIERI, E., Pennacchio, F., and Tremblay, E., 1993, Flight behavior of the aphid
parasitoid Aphidius ervi Haliday (Hymenoptera: Aphidiidae) in response to plant
and host volatiles, European Journal of Entomology 90: 415-421.
GUTTMAN, S.I., Wood, T. K., and Karlin, A.A., 1981, Genetic differentiation along
host plant lines in the sympatric Enchenopa binotata Say complex (Homoptera:
Membracidae), Evolution 35: 205-217.
138
GUTTMAN, S.I., Wilson, T., and Weigt, L.A., 1989, Microgeographic genetic variation
in the Enchenopa binotata complex (Homoptera: Membracidae), Annals of the
Entomological Society of America 82: 225-231.
HAACK, L., Simon, J.C., Gauthier, J.P., Plantegenest, M., Dedryver, C.A., 2000,
Evidence for predominant clones in a cyclically parthenogenetic organism
provided by combined demographic and genetic analyses, Molecular Ecology 9:
2055-2066.
HANSON, A.A., Barnes, D.K., and Hill, J.R. (Eds.), 1988, Alfalfa and Alfalfa
Improvement, American Society of Agronomy, Crop Science Society of America,
Soil Science Society of America, Madison, Wisconsin, USA. 
HARTL, D.L., 1972, Fundamental theorem of natural selection for sex linkage or
arrhenotoky, American Naturalist 106: 516-524.
HARTL, D.L., and Clark, A.G., 1997, Principles of Population Genetics, Sinauer,
Sunderland, Massachusetts.
HARVEY, J.A., Harvey, I.F., and Thompson, D.J., 1995, The effect of host nutrition on
growth and development of the parasitoid wasp Ventura canascens, Entomologia
Experimentalis et Applicata 75: 213-220.
HASSELL, M.P. and H.C.J. Godfray. 1992.  The population biology of insect
parasitoids, In  M.J., Crawley (Ed.), Natural Enemies, pp. 265-292, Blackwell
Scientific, Oxford. 
HASSELL, M.P., and Southwood, T.R.E., 1978, Foraging strategies of insects, Annual
Review of Ecology and Systematics 9: 75-98.
139
HAWTHORNE, D.J., 2001, AFLP-based genetic linkage map of the colorado potato
beetle Leptinotarsa decemlineata: sex chromosomes and a pyretroid-resistance
candidate gene, Genetics 158: 695-700.
HAWTHORNE, D.J., and Via, S., 2001, Genetic linkage of ecological specialization and
reproductive isolation in pea aphids, Nature 412: 904-907.
HELMS S.E., Connelly, S.J., and Hunter, M., 2004, Effects of variation among plant
species on the interaction between a herbivore and its parasitoids, Ecological
Entomology 29: 44-51.
HENTER, H.J., 1995, the potential for coevolution in a host-parasitoid system. II.
Genetic variation within a population of wasps in the ability to parasitize an aphid
host, Evolution 49: 439-445.
HENTER, H. J., and S. Via, 1995, The potential for coevolution in a host-parasitoid
system. I. Genetic variation within an aphid population in susceptibility to a
parasitic wasp, Evolution 49: 427- 438.
HOLMSTRUP, M., and Loeschcke, V., 2003, Genetic variation in dessication tolerance
of Dendrobaena octaedra cocoons originating from different climatic regions,
Soil Biology and Biochemistry 35: 119-124.
HONDA, J.Y., and Walker, G.P., 1996, Olfactory response of Anagrus nigriventris
(Hymenoptera: Myrmaridae): effects of host plant chemical cues mediated by
rearing and oviposition experience, Entomophaga 41: 3-13.
HOPPER, K.R., Roush, R.T., and Powell, W., 1993, Management of genetics of
biological control introductions, Annual Review of Entomology 38: 27-51.
140
HORNER, J.D., Craig, T.P., and Itami, J.K., 1999, The influence of oviposition
phenology on survival in host races of Eurosta solidaginis, Entomologia
Experimentalis et Applicata 93: 121-129. 
HSIAO, T.H., 1978, Host-plant adaptations among geographic populations of the
colorado potato beetle, Entomologia Experimentalis et Applicata 24: 237-247.
HSIAO, T.H., 1982, Geographic variation and host plant adaptation of the colorado
potato beetle, Proceedings of the 5th International Symposium on Insect-Plant
Relationships, pp. 315-324, Wageningen.
HUFBAUER, R.A., and Via, S., 1999, Evolution of an aphid-parasitoid interaction:
variation in resistance to parasitism among aphid populations specialized on
different plants, Evolution 53: 1435-1445.
HUNTER, M.D., 2003, Effects of plant quality on the population ecology of parasitoids,
Agricultural and Forest Entomology 5: 1-8.
HUNTER, M.D., and Price, P.W., 1992, Playing chutes and ladders: Heterogeneity and
the relative roles of bottom-up and top-down forces in natural communities,
Ecology 73: 724-732.
HYMOWITZ, T., 1987, Introduction of soybean to Illinois, Economic Botany 41: 28-32.
ITAMI, J.K., Craig, T.P., and Horner, J.D., 1998, Factors affecting gene flow between
the host races Eurosta solidaginis, In S., Mopper, and S.Y., Strauss (Eds.),
Genetic Structure and Local Adaptation in Natural Insect Populations, Chapman
and Hall, New York.
141
JAENIKE, J.,and Grimaldi, D., 1983, genetic variation for host preference within and
among populations of Drosophila tripunctata, Evolution 37: 1023-1033.
JAKŠE, J., Kindhofer, K., and Javornik B., 2001, Assessment of genetic variation and
differentiation of hop genotypes by microsatellite and AFLP markers, Genome
44:773-782.
JALALI, S.K., Singh, S.P., and Ballal, C.R., 1987, Studies on host age preference and
biology of exotic parasite, Cotesia marginiventris (Cresson) (Hymenoptera:
Braconidae), Entomon 12: 59-62.
JAROŠÍK, V., Holý, I., Lapchin, L., and Havelka, J., 2003, Sex  ratio in the aphid
parasitoid Aphidius colemani (Hymenoptera: Braconidae) in relation to host size,
Bulletin of Entomological Research 93: 255-258.
JOHANNESEN, J., and Seitz, A., 2003, Comparative population genetic structures of the
fruit fly Urophora cardui and its primary parasitoid Eurytoma robusta,
Entomologia Experimentalis et Applicata 108: 149-157.
JOHNSON, P., Hoppensteadt, F., Smith, J., and Bush, G.L., 1996, Conditions for
sympatric speciation: A diploid model incorporating habitat fidelity and non-
habitat assortative mating, Evolutionary Ecology 10: 187-205.
JOHNSON, W.T., and Lyon H.H., 1991, Insects that Feed on Trees and Shrubs, 2nd
edition, Comstock Publ. Assoc. Cornell University Press, Ithaca, New York.
KARAN, D., and Parkash, R., 1998, Dessication tolerance and starvation resistance
exhibit opposite latitudinal clines in indian geographical populations of
Drosophila kikkawai, Ecological Entomology 23: 391-396.
142
KAREIVA, P., and Sahakian, R., 1990, Tritrophic effects of a simple architectural
mutation in pea plants, Nature (Lond.) 345: 433-434.
KATIYAR, S.K., Chandel, G., Tan, Y., Zhang, Y., Huang, B., Nugaliyadde, L.,
Fernando, K., Bentur, J.S., Inhavong, S., Constantino, S., Bennett, J., 2000,
Biodiversity of asian rice gall midge (Orseolia oryzae Wood Mason) from five
countries examined by AFLP analysis, Genome 43: 322-332.
KESTER, K.M., and Barbosa, P., 1991, Postemergence learning in the insect parasitoid,
Cotesia congregata (Say) (Hymenoptera: Braconidae), Journal of Insect Behavior
4: 727-742.
KESTER, K.M., and P., Barbosa, 1994, Behavioral responses to host foodplants of two
populations of the insect parasitoid Cotesia congregata, Oecologia 99: 151-157.
KING, B.H., 1988, Sex ratio manipulation in response to host size by the parasitoid wasp
Spalangia cameroni: a laboratory study, Evolution 42: 1190-1198.
KOKKINI, S., Karousou, R., and Vokou, D., 1994, Patterns of geographic variation of
Origanum vulgare trichomes and essential oil content in Greece, Biochemical
Systematics and Ecology 22: 517–528.
KOTHERA, R.T., Keinath, A.P., Dean, R.A., Farnham, M.W., 2003, AFLP analysis of a
worldwide collection of Didymella bryoniae, Mycological Research 107: 297-
304.
KRAAIJEVELD, A.R., 1994, Local adaptations in a parasitoid-host system: a
coevolutionary arms race? PhD. dissertation, University of Leiden, Leiden.
143
KRAAIJEVELD, A. R., and Godfray, H.C.J., 1999, Geographic patterns in the evolution
of the resistance and virulence in Drosophila and its parasitoids, The American
Naturalist 153: S61-S74.
KRAAIJEVELD, A.R., and Van Alphen J.J.M., 1986, Host stage selection and sex
allocation by Epidinocarsis lopezi (Hymenoptera: Encyrtidae), a parasitoid of the
cassava mealybug Phenacoccus manihoti (Homoptera: Pseudococcidae),
Mededelingen Fakulkeit Landbouwetenschappen Gent 51: 1067-1078. 
KRAAIJEVELD, A.R., and Van Alphen J.J.M., 1994, Geographical variation in
resistance of the parasitoid Asobara tabida against encapsulation by Drosophila
melanogaster larvae: the mechanism explored, Physiological Entomology 19: 9-
14.
KRAAIJEVELD, A.R., and Van der Wel, 1994, Geographic variation in reproductive
success of the parasitoid Asobara tabida in larvae of several Drosophila species,
Ecological   Entomology 19: 221-229
KRAAIJEVELD, A.R., Voet, S., and Van Alphen, J.J.M., 1994, Geographical variation
in habitat choice and host suitability in the parasitoid Asobara rufescens,
Entomologia Experimentalis et Applicata 72: 109-114.
KROMBEIN, K.V., Hurd, P.D., Smith, D.R., Burks, B.D. (Eds.), 1979, Catalog of
Hymenoptera in America north of Mexico, Volume 1, Symphyta and Apocrita,
Smithsonian Institution. Press, Washington DC.
144
KUNNALACA, S. and Mueller, A.J., 1979, A laboratory study of Apanteles
marginiventris, a parasitoid of green cloverworm, Environmental Entomology 8:
365-368.
LEGRAND, A., and Barbosa, P., 2003, Plant morphological complexity impacts foraging
efficiency of adult Coccinella septempunctata L. (Coleoptera: Coccinellidae),
Environmental Entomology 32: 1219-1226.
LENTZ, G.L., and Pedigo, L.P., 1973, Life history phenomena of Rogas nolophanae and
Winthemia sinuata parasites of the green cloverworm, Annals of the
Entomological Society of America 67: 678-680. 
LEWIS, W.J., Vet, L.E.M., Tumlinson, J.H., Van Lenternen, J.C., and Papaj, D.R., 1990,
Variations in parasitoid foraging behavior: essential element of a sound biological
control theory, Environmental Entomology 19: 1183-1193.
LIN, J.J., Kuo, J., Ma, J., Saunders, J.A., Beard, H.S., MacDonald, M.H., Kenworthy,
W.,Ude, G.N., Matthews, B.F., 1996,  Identification of molecular markers in
soybean comparing RFLP, RAPD and AFLP DNA mapping techniques, Plant
Molecular Biology Reporter 14: 156-169. 
LIU, S., and Jiang, L., 2003, Differential parasitism of Plutella xylostella (Lepidoptera:
Plutellidae) larvae by the parasitoid Cotesia plutellae (Hymenoptera: Braconidae)
on two host plant species, Bulletin of Entomological Research 93: 65-72.
LORIMER, N., 1982, Morphological variation by population, host and sex in spruce
budworm, Environmental Entomology 11: 493-496.
145
LOXDALE, H.D., and Lushai, G., 1998, Molecular markers in entomology, Bulletin of
Entomological Research 88: 577-600.            
LUSHAI, G., Markovitch, O., Loxdale, H.D., 2002, Host-based genotype variation in
insects revisited, Bulletin of Entomological Research 92: 159-164.
LYNN, D.C., and Vinson, S.B., 1977, Effects of temperature host age and hormones
upon the encapsulation of Cardiochiles nigricipes eggs by Heliothis spp, Journal
of invertebrate Pathology 29: 50-55.
MARSH, P.M., 1979, Braconidae, In K.V., Krombein, P.D., Hurd, D.R., Smith, and
B.D., Banks (Eds.), Catalogue of Hymenoptera in America North of Mexico, pp
315-740, Smithsonian Institution Press, Washington D.C.
MATLAB, 2002, The MathWorks, Inc., Natick, Massachusetts, USA.
MAYR, E., 1976, Evolution and the Diversity of Life, Harvard University Press,
Cambridge, Massachusetts.
MAYR, E., 1982, Processes of speciation in animals, In C., Barigozzi, and A.R., Liss
(Eds.), Mechanisms of Speciation, pp 1-19, Liss A.R. Inc., New York.
McCAULEY, D.E., 1991, The effect of host plant patch size variation on the population-
structure of a specialist herbivore insect, Tetraopes tetraophthalmus, Evolution
45: 1675-1684.
McCUTCHEON, G.S., Turnipseed, S.G., and Sullivan, M.J., 1997, Green cloverworm
(Lepidoptera: Noctuidae) as an alternate host for natural enemies of lepidopteran
pests of soybean in south carolina, Journal of Agriculture and Entomology 14:
105-119.
146
McPHERON, B.A., Smith, D.C., and Berlocher, S.H., 1988, Genetic differences between
host races of Ragholetis pomonella, Nature 336: 64-66.
MITTER C., and Futuyma, D.J., 1983, An evolutionary-genetic view of host-plant
utilization by phytophagous insects, In R.F., Denno, and M.S., McClure (Eds.),
Variable Plants and Herbivores in Natural and Managed Systems, pp. 427-459,
Academic Press, New York.
MOLLEMA, C., 1988, Genetical aspects of resistance in a host-parasitoid interaction,
PhD. Dissertation, University of Leiden, Leiden.
MONGUE, J.P., and Cortesero, A. M., 1996, Tritrophic interactions among larval
parasitoids, bruchids and leguminosae seeds: influence of pre- and post-
emergence learning on parasitoids’ response to host and host-plant cues,
Entomologia Experimentalis et Applicata 80: 293-296.
MOPPER, S., and Strauss S.Y. (Eds.), 1998, Genetic Structure and Local Adaptation in
Natural Insect Populations, Chapman and Hall.
MOPPER, S., Beck, M., Simberloff, D., and Stiling, P., 1995, Local adaptation and
agents of selection in a mobile insect, Evolution 49: 810-815.
MORGAN, A.C., 1910, Observations recorded at the 236th regular meeting of the
Entomological Society of Washington, Proceedings of Entomological Society of
Washington 12:72. 
MUELLER, T.F., 1983, The effect of plants on the host relations of a specialist parasitoid
of Heliothis larvae, Entomologia Experimentalis et Applicata 34: 78-84.
NAPPI, A.J., 1973, The role of melanization in the immune reaction of Drosophila
algonquin against Pseudeucoila bochei, Parasitology 66: 23-32.
147
NASON, J. D, Heard, S.B., and Williams F.R., 2002, Host-associated genetic
differentiation in the goldenrod elliptical-gall moth, Gnorimoschema
gallaesolidaginis (Lepidoptera: Gelechiidae), Evolution 56: 1475-1488.
NAVAJAS, M., Tsagkarakov, A., Lagnel, J., and Perrot-Minnot, M.J., 2000, Genetic
differentiation in Tetranychus urticae (Acari: Tetranychidae): Polymorphism,
host races or sibling species?, Experimental and Applied Acarology 24: 365-376.
NEGI, M.S., Singh, A., and Lakshmikumaran, M., 2000, Genetic variation and
relationship among and within Withania species as revealed by AFLP markers,
Genome 43: 975-980.
NENON, J.P., Guyomard, O., and Hemon, G., 1988, Encapsulation of eggs and larvae of
the Hymenoptera Encyrtidae Epidinocarsis (=Apoanagyrus) lopezi by its host
Pseudococcidae Phenacoccus manihoti: effect of temperature and
superparasitism, C.R. Academy of Sciences, Paris 306: 325-331.    
NEI, M., and Li, W-H., 1979, Mathematical model for studying genetic variation in terms
of restriction endonucleases, Proceedings of the National Academy of Sciences of
the USA 76: 5269-5273.
OBRYCKI, J.J., 1986, The influence of foliar pubescence in entomophagous species, In
D.J., Boethel, and R.D., Eikenbary (Eds.), Interactions of Plant Resistance and
Parasitoids and Predators of Insects, pp. 61–97, Ellis Horwood, Chichester, UK.
ORGEN, R., and Thorpe, R.S., 2002, The usefulness of amplified fragment length
polymorphism markers for taxon discrimination across graduated fine
evolutionary levels in Caribbean Anolis lizards, Molecular Ecology 11: 437-445.  
148
PARKER, P.G., 1998, What molecules can tell us about populations: choosing and using
a molecular marker, Ecology 79: 361-382.
PASHLEY, D.P., 1986, Host-associated genetic differentiation in fall armyworm
(Lepidoptera: Noctuidae): a sibling species complex?, Annals of the
Entomological Society of America 79: 898-904.
PASHLEY, D.P., 1988, Quantitative genetics, development, and physiological adaptation
in host strains of fall armyworm, Evolution 42: 93-102.
PEDIGO, L.P., 1971, Ovipositional response of Plathypena scabra to selected surfaces,
Annals of the Entomological Society of America 64: 647-651.
PEDIGO, L.P., 1994, Green cloverworm, In Higley, and Boethel (Eds.), Handbook of
Soybean Insect Pests, Entomological Society of America, pp. 61-62, Maryland.
PEJIC, I., Ajmone-Marsan, P., Morgante, M., Kozumplick, V., Castiglioni, P., Taramino,
G., and Motto, M., 1998, Comparative analysis of genetic similarity among maize
inbred lines detected by RFLPs, RAPDs, SSRs, and AFLPs, Theoretical and
Applied Genetics 97:1248-1255.
PESTER, T.A., Ward, S.M., Fenwick, A.L., Westra, P., Nissen, S.J., 2003, Genetic
diversity of jointed goatgrass (Aegilops cylindrica) determined with RAPD and
AFLP markers, Weed Science 51: 287-293.
PHANG LOH, J., Kiew, R., Set, O., Huat Gan, L., and Gan, Y., 2000, A study of genetic
variation and relationships within the bamboo subtribe bambusinae using
amplified fragment length polymorphism, Annals of Botany 85: 607-612. 
149
POPPY, G.M., Powell W., and Pennacchio, F., 1997, Aphid parasitoid responses to
semiochemicals- genetic, conditioned or learnt? Entomophaga 42: 193-199.
POTTING, R.P.J., Vet, L.E.M., and Overholt, W.A., 1997, Geographic variation in host
selection behaviour and reproductive success in the stemborer parasitoid Cotesia
flavipes (Hymenoptera: Braconidae), Bulletin of Entomological Research 87:
515-524.
POWELL, W.F., Pennacchio, F., Poppy, G.M., and Tremblay, E., 1998, Strategies
involved in the location of host by the parasitoid Aphidius ervi Haliday
(Hymenoptera: Braconidae), Biological Control 11: 104-112.
 PRICE, P.W. 1980, The Evolutionary Biology of Parasites, Princeton University Press,
Princeton, New Jersey.
PRICE, P.W., 1981, Semiochemicals in evolutionary time, In D.J., Nordlund, R.L.,
Jones, W.J., Lewis (Eds.), Semiochemicals: Their Role in Pest Control, pp. 251-
279, John Wiley, New York.
PRICE, P.W., and Willson, M.F., 1976, Some consequences for a parasitic herbivore, the
milkweed longhorne beetle, Tetraopes tetraophthalmus [sic.], of a host plant shift
from Asclepias syriaca to A. verticillata, Oecologia 25: 331-340.
PRICE, P.W., Bouton ,C.E., Gross, P., McPheron, B.A., Thompson, J.N., and Weis, A.E.,
1980, Interactions among three trophic levels: Influence of plants on interactions
between insect herbivores and natural enemies, Annual Review of Ecology and
Systematics, 11: 41-65.
150
QUIAGEN, 2002, Dneasy® Tissue Handbook, Quiagen.
RAJAPAKSE, R.H.S., T.R. Ashley, and Waddill, V.H., 1991, Interspecific competition
between parasitoids of the fall armyworm, Spodoptera frugiperda (J.E. Smith)
(Lepidoptera: Noctuidae), Insect Science and Application 12: 473-480.
RANK, N.E., 1992, A hierarchical analysis of genetic differentiation in a montane leaf
beetle Chrysomela aeneicollis (Coleoptera: Chrysomelidae), Evolution 46: 1097-
1111.
RAUSHER, M.D., 1982, Population differentiation in Euphydryas editha butterflies:
larval adaptation to different hosts, Evolution 36: 581-590.
READ, D.P., Feeny, P.P., and Boot, R.B., 1970, Habitat selection by the aphid parasite 
Diaretiella rapae (Hymenoptera: Braconidae) and hyperparasite Charips
brassicae (Hymenoptera: Cynipidae), Canadian Entomologist 102: 1567-1578.
REN, N., and Timko, M.P., 2001, AFLP analysis of genetic polymorphisms and
evolutionary relationships among cultivated and wild Nicotiana species, Genome
44: 559-571.
ROGERS, S.M., Campbell, D., Baird, S.J.E., Danzmann, R.G., Bernatchez, L., 2001,
Combining the analyses of introgressive hybridization and linkage mapping to
investigate the genetic architecture of population divergence in the lake whitefish
(Coregonus clupeaformis, Mitchill), Genetica 111: 25-41.
ROHLF, F.J., 2000, NTSYS.PC. Numerical Taxonomy and Multivariate Analysis
System, Version 2.1, Exeter Publications, New York. 
151
ROLAND, J., 2000, Landscape ecology of parasitism, In M.E., Hochberg, and A.R., Ives,
Parasitoid Population Biology, pp 83-99, Princeton University Press, New Jersey.
ROSE, U.S.R., Lewis, W.J., and Tumlinson, J.H., 1998, Specificity of systemically
released cotton volatiles as attractants for specialist and generalist parasitic wasps,
Journal of Chemical Ecology 24:303-319.
ROSSI, A.M., Stiling, P., Cattell, M.V., and Bowdish T.I., 1999, Evidence for host-
associated races in a gall-forming midge: tradeoffs in potential fecundity,
Ecological Entomology 24: 95-102.
ROUSH, R.T., 1990, Genetic variation in natural enemies: critical issues for colonization
in biological control, In M., Mackauer, L.E., Ehler, and J., Roland (Eds.), Critical
Issues in Biological Control, pp 263-288, Intercept, Andover.
RUSSELL, J.R., Fuller, J.D., Macaulay, M., Hatz, B.G., Jahoor, A., Powell, W., and
Waugh, R., 1997, Direct comparisons of levels of genetic variation among barley
accessions detected by RFLPs, AFLPs, SSRs, and RAPDs, Theoretical and
Applied Genetics 95: 714-722.
RUSSELL, M.P., 2001, Alfalfa, American Scientist 89:252-261.
RUTLEDGE, C.E., 1996, A survey of identified kairomones and synomones used by
insect parasitoids to locate and accept their hosts, Chemoecology 7: 121-131.
SAITOU, N., and Nei, M., 1987, The neighbor-joining method: a new method for
reconstructing phylogenetic trees, Molecular Biology and Evolution 4: 406-425.
SALT, G., 1937, the egg-parasite of Sialis lutaria: a study of the influence of the host
upon a dimorphic parasite, Parasitology 29: 539-553.
152
SALT, G., 1963, The defense reactions of insects to metazoan parasites, Parasitology 53:
527-642.
SALT, G., 1970, The Cellular Defense Reactions of Insects, Cambridge University Press,
Cambridge. 
SALVATO, P., Battisti, A., Concato, S., Masutti, L., Patarnello, and T., Zane L., 2002,
Genetic differentiation in the winter pine processionary moth (Thaumetopoea
pityocampa- wilkinsoni complex), inferred by AFLP and mitochondrial DNA
markers, Molecular Ecology 11: 2435-2444.
SAS INSTITUTE. 1998. SAS/STAT User’s Guide Version 7. SAS Institute, Cary, North
Carolina, USA.
SATO, Y., and Ohsaki, N., 1987, Host-habitat location by Apanteles glomeratus and
effect of food-plant exposure on host-parasitism, Ecological Entomology 12: 291-
297.
 SAUNDERS, J.A., Pedroni, M.J., Penrose, D.J., and Fist, A.J., 2001, AFLP analysis of
opium poppy, Crop Science 41: 1596-1601.
SCRIBER, J.M., 1983, Evolution of feeding specialization, physiological efficiency, and
host races in selected Papilionidae and Saturniidae, In R.F., Denno, and M.S.,
McClure (Eds), Variable Plants and Herbivores in Natural and Managed Systems,
pp 373-412, Academic Press, New York.  
SHIM, S.I., and Jorgensen, R.B., 2000, Genetic structure in cultivated and wild carrots
(Daucus  carota L.)  Revealed by AFLP analysis, Theoretical and Applied
Genetics 101: 227-233.
153
SLATKIN, M. 1987, Gene flow and the geographic structure of natural populations,
Science 236: 787-92.
SLATKIN, M., 1993, Isolation by distance in equilibrium and non-equilibrium
populations, Evolution 47: 264-279.
SMITH, J.M., 1957, Effects of the food plant of California red scale, Aonidiella aurantii
(Mask) on reproduction of its hymenopterous parasites, Canadian Entomologist
89: 219-230.
SMITH, M., 1966, Sympatric speciation, American Naturalist 100: 637-650.
SMITH, K., 1994, Importance of soybeans, In L.G., Higley, and D.J., Boethel (Eds.),
Handbook of Soybean Insect Pests, Entomological Society of America,
Annapolis, Maryland, USA.
SNEATH, P. H. A. and R. R. Sokal. 1973. Numerical Taxonomy, Freeman, San
Francisco. 
SOUISSI, R., and Le Rü, B., 1998, Influence of the host plant of the cassava mealybug
Phenacoccus manihoti (Hemiptera: Pseudococcidae) on biological characteristics
of its parasioitd Apoanagyrus lopezi (Hymenoptera: Encyrtidae), Bulletin of
Entomological Research 88: 75-82.
STADLER, B., and Mackauer, M., 1996, Influence of plant quality on interactions
between the aphid parasitoid Ephedrus californicus Baker (Hymenoptera:
Aphididae) and its host, Acyrthosiphon pisum (Harris)(Homoptera: Aphididae),
Canadian Entomologist 128: 27-39.
STARY, P., 1964, Food specificity in the Aphididae, Entomophaga 9: 91-99.
154
STEIGER, D.L., Moore, P.H., Zee, F., Liu Z. Y., Ming, R., 2003, Genetic relationships
of macadamia cultivars and species revealed by AFLP markers, Euphytica 132:
269-277.
STILING, P. and Rossi, A.M., 1998, Deme formation in a dispersive gall-forming midge,
In S., Mopper, and S., Strauss (Eds.), Genetic Structure and Local Adaptation in
Natural Insect Populations, Effects of Ecology, Life History, and Behavior,
Chapman and Hall.
STURGEON, K.B., 1980, Evolutionary interactions between the mountain pine beetle,
Dendroctonus ponderosae Hopkins and its hosts trees in the Colorado Rocky
Mountains, PhD dissertation, University of Colorado, Boulder.
SWOFFORD, D. L., 2003., PAUP*, Phylogenetic Analysis Using Parsimony (* and
other Methods), Version 4.0b 10, Sinauer Associates, Sunderland, Massachusetts.
SWORD, G.A., Joern, A., Senior, L.B., 2005, Host plant-associated genetic
differentiation in the snakeweed grasshopper, Hesperotettix viridis (Orthoptera :
Acrididae), Molecular Ecology 14: 2197-2205.
SZNAJDER, B., and Harvey, J.A., 2003, Second and third trophic level effects of
differences in plant species reflect dietary specialization of herbivores and their
endoparasitoids, Entomologia Experimentalis et Applicata 109: 73-82.
TABASHNIK, B.E. 1983, Host range evolution: the shift from native legume hosts to
alfalfa by the butterfly, Colia philodice eriphyle, Evolution 37: 150-162.
TAUBER, C.A., and Tauber, M.J., 1989, Sympatric speciation in insects: perception and
perspective, In D., Otte, and J. A., Endler (Eds.), Speciation and its
Consequences, pp. 307-345, Sinauer Associates, Sunderland, Massachusetts. 
155
TAVORMINA, S.J., 1982, Sympatric genetic divergence in the leaf-mining insect
Liriomyza brassicae (Diptera: Agromyzidae), Evolution 36: 523-534.
TEDER, T., and Tammaru, T., 2002, Cascading effects of variation in plant vigour on the
relative performance of insect herbivores and their parasitoids, Ecological
Entomology 27: 94-104.
THOMAS, C.D., and Singer, M.C., 1998, Scale-dependent evolution of specialization in
a checkerspot butterfly: from individuals to metapopulations and ecotypes, In S.,
Mopper, and S., Strauss (Eds.), Genetic Structure and Local Adaptation in Natural
Insect Populations, Chapman and Hall, New York.
THOMPSON, J. N., 1982, Interaction and Coevolution, Wiley, New York. 
THOMPSON, J. N., 1994, The Coevolutionary Process, University of Chicago Press,
Chicago.
THORPE, K., and Barbosa, P., 1986, Effects of consumption of high and low nicotine
tobacco by Manduca sexta (Lepidoptera: Shingidae) on the survival of the
gregarious parasitoid Cotesia congregata (Hymenoptera: Braconidae), Journal of
Chemical Ecology 12: 1329-1337.
THURSTON, R., and Fox, P.M., 1972, Inhibition by nicotine of emergence of Apanteles
congregatus from its host, the tobacco hornworm, Annals of the Entomological
Society of America, 65: 547-550. 
TREMBLAY, E., and Pennachio, F., 1988, Speciation in aphidiinae Hymenoptera,
Advances in Parasitic Hymenoptera Research 1988: 139-146.
156
TSUJI, R., Fischer, A.J., Yoshino, M., Roel, A., Hill, J.E., Yamasue, Y., 2003,
Herbicide-resistant late watergrass (Echinochloa phyllopogon): similarity in
morphological and amplified fragment length polymorphism traits, Weed Science
51: 740-747.
TURLINGS, T.C.J., and Benrey, B., 1998, Effects of plant metabolites on the behavior
and development of parasitic wasps, Ecoscience 5: 321-333.
TURLINGS, T.C.J., Tumlinson J.H., Eller, F.J., and Lewis, W.J., 1991, Larval-damaged
plants, source of volatile synomones that guide the parasitoid Cotesia
marginiventris to the microhabitat of its hosts, Entomologia Experimentalis et
Applicata 58: 75-82.
TURLINGS, T.C.J., Wäckers, F.L., Vet, L.E.M., Lewis, W.J., and Tumlinson, J.H., 1993,
Learning of host-finding cues by hymenopterous parasitoids, In D.R., Papaj, and
A.C., Lewis (Eds.), Insect Learning: Ecological and Evolutionary Perspectives,
pp. 51-78, Chapman and Hall, New York.
UDE, G., Pillay, M., Ogundiwin, E., Tenkouano, A., 2003, Genetic diversity in an
African plantain core collection using AFLP and RAPD markers, Theoretical and
Applied Genetics 107: 248-255.
UNRUH, T.R., and R.H., Messing, 1993, Intraspecific biodiversity in Hymenoptera:
Implications for conservation and biological control, In J., LaSalle, and I.D.,
Gauld (Eds), Hymenoptera and Biodiversity, pp. 27-52, CAB International,
Wallingford, UK.
157
UPTMOOR, R., Wenzel, W., Friedt, W., Donaldson, G., Ayisi, K., Ordon, F., 2003,
Comparative analysis on the genetic relatedness of sorghum bicolor accessions
from Southern Africa by RAPDs, AFLPs and SSRs, Theoretical and Applied
Genetics 106: 1316-1325. 
VANDERMARK, G., Martinez, O., Pecina, V, and Alvarado, M., 2000, Assessment of
genetic relationships among isolates of Macrophomina phaseolina using a
simplified AFLP technique and two different method of analysis, Mycologia 92:
656-664.
VAN DIJKEN, M.J., Neuenschwander, P., Van Alphen, J.J.M., and Hammond, W.N.O.,
1991, Sex ratios in field populations of an exotic parasitoid of the cassava
mealybug, in Africa, Ecological Entomology 16: 233-240.
                              VAN DRIESCHE, R.G., and Bellows, T.S., 1996, Biological Control,
Chapman and Hall, New York.
VAN DRIESCHE, R.G., Bellotti, A., Herrera C.J., and Castillo, J.A., 1986,
Encapsulation rates of two encyrtid parasitoids by two Phenacoccus spp of
cassava mealybugs in Columbia, Entomologia Experimentalis et Applicata 42:
79-82.   
VAN HUIS, A., and De Rooy, M., 1998, The effect of leguminous plant species on 
Callosobruchus maculatus (Coleoptera: Bruchidae) and its egg parasitoid Uscana
lariophaga (Hymenoptera: Trichogrammatidae), Bulletin of Entomological
Research 88: 93-99.
158
VAN LENTEREN, J.C., De Ponti O.M.B., 1991, Plant leaf morphology, host-plant
resistance and biological control, Symposium Biologica Hungarica 39: 365–86.
VAN NOUHUYS, S., and Hanski, I., 2002, Colonization rates and distances of a host
butterfly and two specific parasitoids in a fragmented landscape, Journal of
Animal Ecology 71:639-650.
VANLERBERGHE-MSUTTI, F., and, Chavigny, P., 1998, Host-based genetic
differentiation in the aphid species Aphis gossypii Glover, evidenced from RAPD
fingerprints, Molecular Ecology 7: 905-914.
VAN NOUHUYS, S., and Via, S., 1999, Natural selection and genetic differentiation of
behavior between parasitoids from wild and cultivated habitats, Heredity 83: 127-
137.
VAUGHN, T.T., and Antolin, M.F., 1998, Population genetics of an opportunistic
parasitoid in an agricultural landscape, Heredity, 80: 152-162.
VERKERK, R.H.J., Leather, S.R., and Wright, D.J., 1998, The potential for manipulating
crop–pest–natural enemy interactions for improved insect pest management,
Bulletin of Entomological Research 88: 493–501.
VERKERK, R.H.J., and Wright, D.J., 1996, Multi tropic interactions and management of
the diamondback moth: a review, Bulletin of Entomological Research 86: 205-
216.
VET, L.E.M., 1983, Host-habitat location through olfactory cues by Leptopilina clavipes
(Hartig) (Hym: Eucolidae), a parasitoid of fungivorous Drosophila: The influence
of conditioning, Netherlands Journal of Zoology 33: 225-248.
159
VET, L.E.M., and Dicke, M., 1992, Ecology of infochemical use by natural enemies in a
tritrophic context, Annual Review of Entomology 37: 141-72.
VET, L.E.M., and Janse, C.J., 1984, Fitness of two sibling species of Asobara
(Braconidae: Alysiinae) larval parasitoids of Drosophilidae in different
microhabitats, Ecological Entomology 9: 345-354.
 VET, L.E.M.., Van Lenteren, J.C., Heymans, M., Meelis, E., 1983, An airflow
olfactometer for measuring olfactory responses of hymenopterous parasitoids and
other small insects, Physiological Entomology 8: 97-106.
VET, L.E.M., Janse, C., Van Achterberg, C., and Van Alphen, J.M., 1984, Microhabitat
location and niche segregation in two sibling species of Drosophilid parasitoids:
Asobara tabida (Nees) and A. rufescens (Foerster) (Braconidae: Alysiinae),
Oecologia 61: 182-188.
VET, L.E.M., Sokolowski, M.B., MacDonald, D.E., and Snellen, H., 1993, Responses of
a generalist and a specialist parasitoid (Hymenoptera: Eucolidae) to drosophilid
larval kairomones, Journal of Insect Behavior 6: 615-624.
VIA, S., 1984a, The quantitative genetics of polyphagy in an insect herbivore. I.
Genotype-environment interaction in larval performance on different host plant
species, Evolution 38: 881-895.
VIA, S., 1984b, The quantitative genetics of polyphagy in an insect herbivore. II. Genetic
correlations in larval performance within and among host plants, Evolution 38:
896-905.
160
VIA, S., 1989, Field estimation of variation in host plant use between local populations
of pea aphids from two crops, Ecological Entomology 14: 357-364.
VIA, S., 1990, Ecological genetics and host adaptation in herbivorous insects: the
experimental study of evolution in natural and agricultural systems, Annual
Review of Entomology 35: 421-446.
VIA, S., 1991a, Specialized host plant performance of pea aphid clones is not altered by
experience, Ecology 72: 1420-1427.
VIA, S., 1991b, The genetic structure of host plant adaptation in a spatial patchwork:
demographic variability among reciprocally transplanted pea aphid clones,
Evolution 45: 827-852.
VIA, S., 1994, Population structure and local adaptation in a clonal herbivore, In L.A.,
Real (Ed.), Ecological Genetics, pp. 58-85, Princeton University Press, Princeton,
N.J.
VIA, S., 1999, Reproductive isolation between sympatric races of pea aphids. I Gene
flow restriction and habitat choice, Evolution 53: 1446-1457.
VIA, S., 2001, Sympatric speciation in animals: the ugly ducking grows up, Trends in
Ecology and Evolution 16: 381-390.
VIA, S., and Hawthorne, D.J., 2002, The genetic architecture of ecological
specialization: correlated gene effects on host use and habitat choice in pea
aphids, The American Naturalist 159: S76-S88.
161
VIA, S., Bouck, A.C., Skillman, S., 2000, Reproductive isolation between divergent
races of pea aphids on two hosts, II Selection against migrants and hybrids in the
parental environments, Evolution 54: 1626-1637.
VINSON, S.B., 1981, Habitat location, In D.A., Norlund, R.L., Jones, and W.J., Lewis
(Eds), Semiochemicals, Their Role in Pest Control, pp. 51-77, J. Wiley & Sons,
New York.
VINSON, S.B., 1984, How parasitoids locate their hosts: A case of insect espionage, In
T., Lewis (Ed.),  Insect Communication, pp. 325-384, Academic Press, New
York.
VINSON, S.B., and Barbosa, P., 1987, Interrelationships of nutritional ecology of
parasitoids, In   F., Slansky, and J.G., Rodriguez (Eds.), Nutritional Ecology of
Insects, Mites and Spiders and Related Invertebrates, pp. 673-695, Wiley, New
York.
VISSER, M.E., 1994, The importance of being large: the relationship between size and
fitness in females of the parasitoid Aphaereta minuta (Hymenoptera: Braconidae),
Journal of Animal Ecology 63: 963-978.
VOS, M.., Hemerik, L., and Vet, L.E.M., 1998, Patch exploitation by the parasitoids
Cotesia rubecula and Cotesia glomerata in multi-patch environments with
different host distributions, Journal of Animal Ecology 67: 774-783.
VOS, P., Hogers, R., Bleeker, M., Reijans, M., Van de Lee, T., Hornes, M., Fridjers, A.,
Pot, J., Peleman, J., Kuiper, M., and Zabeau, M., 1995, AFLP: a new technique
for DNA fingerprinting, Nucleic Acids Research 23: 4407-4414. 
162
VUYLSTEKE, M., Mank, M., Antonise, R., Bastiaans, E., Senior, M.L., Stuber, C.W.,
Melchinger, A.E., Lubberstedt, T., Xia, X.C., Stam, P., Zabeau, M., and Kuiper,
M., 1999, Two high-density AFLP R linkage maps of Zea mays L.: Analysis of
distribution of AFLP markers, Theoretical and Applied Genetics 99: 921-935.
WAAGE, J.K., and Godfray, H.C.J., 1985, Reproductive strategies and population
ecology of insect parasitoids, In R.M., Sibly, and R.H., Smith (Eds.),  Behavioral
Ecology, British Ecological Symposium, 25, pp. 449-470, Blackwell Scientific,
Oxford. 
WALKER, I.., 1959, Die Abwehrreaktion des Wirtes Drosophila melanogaster gegen die
zoophage Cynipidae Pseudeucoila bochei Weld, Revue Suisse de Zoology 66:
569-632.
WALKER, I.., 1962. Drosophila und Pseudocoila III. Selektions-versuche zur
Steigerung des Wirtes, Revue Suisse de Zoology 69: 209-227. 
WALKER, M.G., 1940, Notes on the distribution of Cephus pygmaeus Linn. and its
parasite Collyria calcitrator, Grav. Bulletin of Entomological Research 30: 551-
573.
WALSH, B., 1864, On the phytophagic varieties and phytophagic species, Procedures
Entomological Society of Philadelphia 3: 403-430.
WANG, X., and Keller, M.A., 2002, A comparison of the host-searching efficiency of
two larval parasitoids of Plutella xylostella, Ecological Entomology 27: 105-114.
163
WARING, G.L., Abrahamson, W.G., and Howard, D.J., 1990, Genetic differentiation
among host-associated populations of the gallmaker Eurosta solidaginis (Diptera:
Tephritidae), Evolution 44: 1648-1655.
WESELOH, R.M., 1981, Host location by parasitoids, In D.A., Nordlund, R.L., Jones,
W.J., Lewis (Eds), Semiochemicals their Role in Pest Control, pp. 79-95, J. Wiley
and Sons,  New York.
WESELOH, R.M., 1982, Implications of tree microhabitat at preferences of Compsilura
concinnata (Diptera, Tachinidae) for its effectiveness as a gypsy-moth parasitoid,
Canadian Entomologist 114: 617-622.
WILDING, C.S., Butlin, R.K., Grahame, J., 2001, Differential gene exchange between
parapatric morphs of Littorina saxatilis detected using AFLP markers, Journal of
Evolutionary Biology 14: 611-619.
WOOD, T.K., 1980, Divergence in the Enchenopa binotata Say complex (Homoptera,
Membracidae) effected by host plant adaptation, Evolution 34: 147-160.
WOOD, T.K., and Guttman, S.I., 1982, Ecological and behavioral basis for reproductive
isolation in the sympatric Enchenopa binotata complex (Homoptera:
Membracidae) Evolution 36: 233-242. 
YAMES, C.T., and Boecklen, W.J., 2005, Abiotic factors promote plant heterogeneity
and influence herbivore performance and mortality in Gambel’s oak (Quercus
gambelii), Entomologia Experimentalis et Applicata 114: 87-95.
164
YAN, G., Romero-Severson, J., Walton., M., Chadee, D.D., and Severson, D. W., 1999,
Population genetics of the yellow fever mosquito in Trinidad: comparisons of
amplified fragment length polymorphism (AFLP) and restriction fragment length
polymorphisms (RFLP) markers, Molecular Ecology 8: 951-963.
YOUNG, W.P., Ostberg, C.O., Kleim, P., Thorgaard, G.H., 2001, Genetic
characterization of hybridization and introgression between anadromous rainbow
trout (Oncorhynchus mykiss irideus) and coastal cutthroat trout (O-clarki clarki),
Molecular Ecology 10: 921-930.
ZWOLFER, H., Kraus, M., 1957, Biocenotic studies on the parasites of two fir-and two
oak tortricids, Entomophaga 2: 173-196.
